	Primer pair
	Gene fragment
(source)
	PCR success
	Species

	Obtained fragment length

	P609/P610
	rbcL (cp)
	86.21 %
	25 of 29
	599 bp

	P608/P607
	matK (cp)
	48.28 %
	14 of 29
	889 bp

	P646/P647
	matK (cp)
	82.76 %
	24 of 29
	945 bp

	P672/P673
	trnQ-rps16 spacer (cp)
	86.21 %
	25 of 29
	~900 - 1600 bp

	P676/P677
	trnH-psbA spacer (cp)
	93.10 %
	27 of 29
	~230 – 450 bp

	P674/P675
	ITS spacer (nuc)
	82.76 %
	24 of 29
	~800 - 1400 bp



