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Figure S1. Sequence alignment of the SH2 domains of rat SH2B1( and human SH2B3. Sequences of the SH2 domains of rat SH2B1( (rSH2B1beta) and human SH2B3 (hSH2B3) were aligned using NCBI protein blast function (http://blast.ncbi.nlm.nih.gov/Blast.cgi). *: exact match between the two sequences. The recognition site for c-Cbl was marked.  
