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Figure S2. Phylogeny of Archaea based on analysis of RNA polymerase 

subunits. Maximum likelihood tree made from aligned sequences of the three largest 

RNA polymerase subunits: a, a’, and b as described previously [99]. Bootstrap 

support numbers are given at the nodes as a percentage (n = 10,000). Scale bars 

represent the average number of substitutions per residue. 

 


