Table S1. List of PCR primers, and their sequences, used in this study. F and R denote forward and reverse primer respectively.

	Primer
	                                Sequence

	
	

	GPA-F1[1]
	5’-GAG GAG GAG AAG CCG AGC CT-3’

	GPA-R1[1]
	5’-CTT GAA TCC TCT GTG CTG AGC GAG-3’

	MCP-F1[2]
	5’-GTC TTC GTA CCA GAA GCA CTC GCT-3’

	MCP-R1[2]
	5’-ACG CCT CGG TGT ACG CAC CCT CA-3’

	Euk1A[3]
	5’-CTG GTT GAT CCT GCC AG-3’

	Euk516R[4]
	5’-ACC AGA CTT GCC CTC C-3’

	27F[5]
	5'-AGAGTTT GATCMTGGCTCAG-3'

	1492R[5]
	5'-TACGGYTACCTTGTTAC GACTT-3'
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