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ATGTCCACGCTCGOUACGLTCGCACCEBLGOLUGATACCGAGLTGTTCGLCGACACGLTCAGCTGCBABCTGCOCCTGUCGGLCGGCTTCCACGTCACGE (100
ATGTCCACGCTCGGCACGLTCGCACCOGCGECCOATACCGAGCTGTTCGLCGACACGLTCAGCTGCEGAGCTGCOCCTGLCGGLCOGCTTCCACGTCACGE

ATGAGCGCGCTCGEUACACTCGCGLCATCCGUCGATRUCGAACTGTTTGUCGACACGLTCAGT TGCCAAT TGCAGT TACCGGLCGGCTTCCBUGCCGGGA 100
ATGAGCACGCTCGGCACACTCOCBCCATCTGLCGATOCCGAGCTGTTTGCCGACACGLTTAGTTGCGAGT TGCAGTTGCCTGLCAGCTTCCGLGLCBGGA 100
ATGAGCGUGCTCGGCACACTCGLGLCATCCGLCGATGUCGAGLTGTTTGLCGACACGCTTAGTTGCCAAT TGCAGT TGLCGGLCGGCTTCCGLGCCGGGA 100

CCGACCCCGGCTCGCACGCCACTGCCGARACCCTATTGLGCAGCCTCGGLCAGGTOGAAGACCTGCGCAGCGAAGACAGCAGCGAGGAGCGLGGLGAGCT (200

CCGACCCCGGUTOGUACBCCACTGCCGARACCCTATTGLGCAGECTCGGLUCAGGTCGAAGACCTECGCAGLGAAGACAGLAGLGAGGAGLGCGGCGAGLT

GCGATGCAGGCGCGCAAAGCGCCOCAGAAACCCTETTGCGCAGTCTCGGLCAGGTCGAAGACCTGCGTAGCGAAGAAACCGOCGAAGACCGCGGCGAACT 200
GUGACGUCGGCACGUACAGUGUCGUGGAAACCCTATTGUGCAGCCTCGGUCAGGTUGAAGACTTOGUGTAGUGAGGAAACCAGUGAAGACCGLGGGGAACT 200

GUGATECEGGLOUELACABCGLCGLTGAAACCCTOTTGCGCAGTCTTGGLCAGGTOCOAAGACCTGCGTAGCGAAGARACCAGCGAGGACCGLGGCGAACT 200
W71

GUCGCTOCTHGTHCAGCOLATGGACGCCAAACTCGACCTCATCCTEGCCCTGATOGGLCGLCTEOTCCGLCABAGCGACACCCGCCTGOCABLTGGGCACE (300

GCCGCTOCTRE T AGCGLATGGACGCCAAACTEGACCTCATCCTGGLCCTOATCOGLCOLCTGOTCCGOCAGAGLGACACCCOCCTGOLECTOGGCACT

ACCGCTGCT AGCGCATGGACGUCARACTEGATT TOATGCTOGLELTGATCGGLCGLCTOGTOUGCCAGGGLGACAGUGGGLTGAGCCAGGGCATG 300
GLOGTTGCT AGCGLATGGACGUCAAACTCGATTTOATGCTCGLOLTOATCGGLCGLT TGO TOLGCCACGECGACAGCOGCCTGAGCCAGGGCTTG 300
GCCGCTGLET AGCGCATGGACGLCAAACTEGATTTGATGCTGGCEGLUTGATCGGLCGLCTOGTOLGUCAGGGUGACAGLGGCCTGAGCCAGGGAATG 200
GTGCATTGGTCOGTGLGCGGCATCCGECTGGECCAGCCCGCACGCGLACCCGCCCGGLACAACTGGCAGCGTTCTGCTGCAGCCGTCBGACTGGCTTCCTG (400

GTGLCATTGGTCGGTOUGLGGCATCCGECTGECCAGLCCECACGLGLACCLBCCCGGLACAACTGECAGCETTCTGCTGLAGLCGTCEGACTEGLTTLCTG

GTGCATTGGTCGGTACGLGGCATCCGECTGAGTTGCOCAACCAGCCACCCACCOGOLACAACCOGCAGCOTTTGCCTGCAGLCGTCCGACTGGCTTCCTG 400
GTACGTTGGTCOGTOUGUGGCATTCGCCTGAGT TGUGUAAGCAGCCACGUACCAGGUACCACTGOCAGTGTTTGTTTGCAGCCATCCGATTGGLTTCCTG 400
GTGCATTGGTCGGTOUGLGGEATCCGCCTGAGTTGUOCAACCAGTCACCCOCCCOGLACAACCGGCECCOTTTOLCTGLAGLCGTCCGACTGGOTTCCTG 400

AATTETTACAACTOLCTOLCGACGTCCTGGUGABCGLAAGCGATGGTCAACABCACTGGCTGTGETTACGCTTTGCCCCACT GGEGACCOGTUTGCAGGA (500

AATTGTTACAACT T TCCT A A AT AACA T TGT T TTT T TCTGCAGGA
AACTTGTACAGCTTCCTGUCACCGTOCTOGUGAACGLGAGLGATGGCCATEATETCTGGTTGTGECTGCGETTTGCACCEGUTCGOCCCGGGACTGUAGGA 500
ARCTTETACAGCTTCCTGUCACCOTOCTGGUGABCGURAGCOATGOLCACGATGTCTGGCTGTGGETRCGGTTTOCCCCOCTTGCGLCUGGGCCTGCAGGA 500
AACTTGTACAGCTTCCTGUTACCGTGCTGGLGAACGCBAGCGATGGCCACGATGTCTGGCTGTGGCTGLGGTTTGLCCCGCTCGOGCCCGGLCTGCAGGA 500

CGCCCTGGAACGTCATCTGTTTCGTTTGCATCGCCGTCAGATCGCCGACGCCCGTCGCCAGLGCTGA 56T
[CGCCCTGGAACGTCATCTOTTTOGTTTGLATCGCCGTCAGATCGUCGACGLCCGTUGLCAGLGETGA

COCCCTOGAACGCCACCTGTTTCGCTTGCACCOGLOGTCAGATCGCCGACGLCCOLCGLCAGLGT TOA 567
COCGCTGGAACGCCACCTOTTTCGT TTGCATCGLCGTCAGGTAGCCGACGLUCUGCUGLCAGLGETGA 56T
COCGCTOGAACGCCACCTETTTCGCTTECACCOGLOGTCAGATCGCCGACGLCCOLCGLCAGLGTTGA 36T

Fig. Sla



XCCe012
XC2249
XACT971
X002585
XCv2018

XCC6012
XC2249
XACTS71
XO02585
XCV2018

XCCB012
XC2249
XNACTOTT
XO02585
XCV2018

IIMSTLGTLAFPAADTELFADTLSCELRLPAGFHVTADPGSHATAETLLRSLGOQVEDLRSEDSSEERGELFPLL
IIMSTLGTLAFPAADTELFADTLSCELRLPAGFHVTADPGSHATAETLLRSLGOVEDLRSEDSSEERGELFPLL

I MSALGTLAPSADAELFADTLSCOLQLPAGFRAGSDAGAQSAAETLLRSLGQVEDLRSEETGEDRGELPLL
I MSTLGTLAPSADAELFADTLSCELQLPASFRAGSDAGTHSAAETLLRSLGQVEDLRSEETSEDRGELPLL
I MSALGTLAPSADAELFADTLSCOLQLPAGFRAGSDAGAHSAAETLLRSLGQVEDLRSEETSEDRGELPLL

?1- - MOAKLDL I LAL IGRLVRGSDTRLALGTVHWSVRG IRLASPHAHPPGTTGSYLLOPSDALPELLQLFPA

I MOAKLDL ILAL IGRLVRQSDTRLALGTVHWSVRG IRLASPHAHPPGTTGSYVLLOPSODWMPELLGLPA
Ia! MOAKLDLMLAL | GRLVRQGDSGLSQGMVHWSVRG IRLSCATSHPPGTTGSVCLOPSDAWLPELVALPA
Ia! MOAKLDLMLAL | GRLVRHGDSGLSQGLVRWSVRG IRLSCASSHAPGTTGSVCLOPSDWLPELVALPA
I MOAKLDLMLAL | GRLVRQGDSGLSQGMVHWSVRG IRLSCATSHPFGT TGAVCLOPSDAWLPELVALPA

141|_D"|.-’L ASASDGOCHWMWLRFAPLGTGLODALERHLFRLHRRQ | ADARROR
141|DVLASASDGQOHWLWLRFAPLGTGLADALERHLFELHRRG | ADARROR
141 TVLANASDGHDWWMUOWLRFAPLAPGLODALERHLFRELHRRG T ADARRQOR
141 TVLASASDGHDWMWLRFAFPLAPGLODALERHLFRLHRROVADARRQGR
141 TVLANASDGHDWMWLRFAFPLAPGLODALERHLFRLHRRQI ADARRGR

Fig. S1b
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G Gene Gene Gene Gene number Gene
nae:lee Gene product number in number number in Xoo number
Xce17 in Xcc8004 | in Xac306 ATCC10331 in Xcv 85-10
flic flagellin XCC1884 | XC2245 XAC1975 | X002581 XCV2022
fliD flagellar capping protein XCC1883 | XC2246 XAC1974 X002582 XCV2021
fliS 2;29"'"'5"““‘: chaperone | yocgq5 | XC2247 | XAC1973 | X002583 XCV2020
hypothetical protein XCC6014 | XC2248 | XAC1972 | X002584 XCV2019
pilZ XCC6012 homolog XCC6012 | XC2249 XAC1971 | X002585 XCV2018
LuxR family two-component | y 4085 | xc2250 XAC1970 | X002586 XCV2017
response regulator
moN | RNA polymerase o-54 factor | XCC1881 | XC2251 XAC1969 | X002587 XCV2016
putative fwo-component XCC1880 | XC2252 XAC1968 | X002588 XCV2015
response regulator
fleQ e ED R XCC1879 | XC2253 XAC1967 | X002589 XCV2014
transcriptional activator FleQ

Fig. Slc






