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Figure S5: Presence of EFR-HA double-alanine mutant proteins, whether functional or not, in 
transgenic Arabidopsis seedlings.  Gel lanes were equally loaded for total protein, as confirmed by 
Ponceau stain, and detected using anti-HA on Western blots after SDS-PAGE. A table is also presented, 
summarizing results with these mutant alleles.


