Table S1. Primer sequences of the eight CNE constructs.
The sequences were amplified from mouse genomic DNA by PCR. Leading attB1/attB2 sites

for Gateway cloning are not shown.

CNE Length of Forward primer (5’ to 3°) Reverse primer (5’ to 3°)
construct | amplified
sequence
(bp)

CNE1 279 GCT GCT CCA GGA TCG CAG AGC GAA GACCCT
TGC TG GTG TG

CNE2/3 498 AGA CTC TAG CCC ATC CCA GCATTT ACTTTG
TCATTCTTC ACA TCT CTG

CNE4 397 GCT TGG AGC CAA GAG CTT GCT CAG GTC TGC
AAA ATG CTT GTA C

CNE5/6 719 CTC CGA TGT GTT GGT GAG CTG TCT GCA CTG
CCC AGC CAG TTC AGT GTG

CNE7 305 GAG TAC CAG GCA GTC GCT GGG AAG CCT TGT
AAT CAT GAG CTA ATC CTG

CNES8 382 GAC TCT GTA TTG TGG TGA CAT AGC CTG TGG
CTA CAG ATC CTG TGA TAG

CNE9 261 GTG GTC TGA CTG TGT CTG TCA CGG AAG TAA
CAC AG TGC AG

CNEI10 479 GTGCTITTACTTITTTG TAT TGA AGG CAATTT
TCT TTG GTT CC GCA GCT GGC




