Fur activates the expression of Salmonella enterica pathogenicity island 1 by directly interacting with the hilD operator in vivo and in vitro
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Supplementary Table S1. Oligonucleotides used in this work

	Name 
	Sequencea 
	Positionb
	Application

	furNdeI
	CATATGACTGACAACAATACCGC
	1
	5’-end primer for S. enterica fur gene

	furBamHI
	GGATCCTTATTTAGTCGCGTCATCGTGC
	453
	3’-end primer for S. enterica fur gene

	PhilDup
	GCAGCAGATTACCGCACAGG
	-282
	5’-end primer to obtain FrgA or FrgD

	PhilD dw
	AGTTATCTGCGGCAGGACGC
	55
	3’-end to obtain FrgA, FrgB or FrgC

	PhilD -205
	TGTATAATGCGTCTCAACAC
	-205
	5’-end primer to obtain FrgB

	PhilD -51
	TCAGTAGGATACCAGTAAGG
	-51
	5’-end primer to obtain FrgC

	PhilD -158
	CCAATGGGGATGATGGTTC
	-158
	3’-end primer to obtain FrgD

	PhilDup
	AGGGATTCCTGATGAAAATAGAATGAAAAGTGAGAAATAAAATCAATTTATTCTGTATAATGCGTCTCAACACATATTAAAAGAACCATCATCCCCATTG 
	-258
	5’-end primer to obtain PhilD


	PhilDdw
	CAATGGGGATGATGGTTCTTTTAATATGTGTTGAGACGCATTATACAGAATAAATTGATTTTATTTCTCACTTTTCATTCTATTTTCATCAGGAATCCCT
	-158
	3’-end primer to obtain PhilD


	PhilD* up
	AGGGATTCCTGATGAAAATAGAATGAAAAGTGAGAAGCGGGATCAGCCCGTTCTGTGCGGCGCGTCTCAACACATATTAAAAGAACCATCATCCCCATTG 
	-258
	5’-end primer to obtain PhilD*



	PhilD*dw
	CAATGGGGATGATGGTTCTTTTAATATGTGTTGAGACGCGCCGCACAGAACGGGCTGATCCCGCTTCTCACTTTTCATTCTATTTTCATCAGGAATCCCT 
	-158
	3’-end primer to obtain PhilD*



	PhilDP1
	TAGTTTAAGCCCCAATGGGGATGATGGTTCTTTTAATATGTGTTGAGACGCATTATACAGAATAAATTGATTTTATTTCTgtgtaggctggagctgcttc
	-145
	P1 primer for UA1888 construction

	PhilDP2
	ATGCGATGTCTGTCGTTCTCGATAGCAGCAGATTACCGCACAGGACACAGGGATTCCTGATGAAAATAGAATGAAAAGTGatgggaattagccatggtcc
	-304
	P2 primer for UA1888 and UA1889 construction

	PhilD*P1
	TAGTTTAAGCCCCAATGGGGATGATGGTTCTTTTAATATGTGTTGAGACGCGCCGCACAGAACGGGCTGATCCCGCTTCTgtgtaggctggagctgcttc
	-145
	P1 primer for UA1889 construction



	hilDP1
	CTCCGACTCCCGGAGAGTTATGAGATCATCCTTAGCTCGGCTCAGATAACGTTAAAGGAGCGCGTTTACAACATTATATCgtgtaggctggagctgcttc
	561
	P1 primer for UA1891 construction

	hilDP2
	TAGTTTTAAAATATTTTTTGAAACATTGAATGAAGTAGGACGTGCTATCATAACCACATTTTAATGCTACAGCATTAACAcatatgaatatcctccttag
	895
	P2 primer for UA1891 construction



	hilDRTup
	GAGATACCGACGCAACGACT
	304
	5’-end primer for hilD gene RT-PCR analysis

	hilDRTdw
	AAGCAGGAACAGCAGAAAAT
	558
	3’-end primer for hilD RT-PCR analysis

	recARTup
	TGGCTATCGACGAAAACAAACA
	2
	5’-end primer for  recA RT-PCR analysis

	recARTdw
	TTCCGCATCGATAAACGCACAG
	270
	3’-end primer for recA RT-PCR analysis

	foxARTup
	TAGCGCCGCCGTGTATCGTA
	1591
	5’-end primer for foxA gene RT-PCR analysis

	foxARTdw
	ATGCCGGAGCCCAAAGTCAG
	1871
	3’-end primer for foxA RT-PCR analysis


a Restriction endonuclease recognition sites are underlined. Nucleotide substitutions in the Fur box are marked in bold. P1 and P2 sequences, homologues to the pKD4 plasmid, are represented in lower case italics.

b Position of the 5’ end of the oligonucleotide with respect to the translational start point of the coding gene.
