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CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCAATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCCATATTCTTCAAAAACGACGGAGATAAATTTTT
ICGGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCCATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCCATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCCATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCCATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCAATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCAATATTCTTCAAAAACGACGGAGATAAATTTTT
ICGGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCAATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCAATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCAATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCAATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCTATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCTATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCTATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCAATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCTATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCTATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCTATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCTATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCTATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCTATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCAATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCTATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGCTATTTTCTATTAATACCAGGCCCTGACTCGAAACCTATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCAATATTCTTCAAAAACGGCGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCTATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCTATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCTATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCTATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCAATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCTATATTCTTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCAATATTCCTCAAAAACGACGGAGATAAATTTTT
CTGATCCTGGATTCTGTTACTTTCTATTAATACCAGGCCCTGACTCGAAACCAATATTCCTCAAAAACGACGGAGATAAATTTTT

ATGGCCACTTCAATTGCATTTGCCG

CTGATCCTGGATTCTGTTATTTTCTATTAATACCAGGCCCTGACTCGAAACCAATATTCCTCAAAAACGACGGAGATAAATTTTT

Khkkkhkhkhkkhkhhkhh Ak hhkkhhkkhkhkkhk

I R I I R R S R R kB Sk R



Allele-1(24)
Allele-2(11)
Allele-3(2)
Allele-4(2)
Allele-5
Allele-6
Allele-7
Allele-8
Allele-9
Allele-10
Allele-11
Allele-12
Allele-14(3)
Allele-20
Allele-22
Allele-25
Allele-29
Allele-32
Allele-33
Allele-34
Allele-13(7)
Allele-15(2)
Allele-16
Allele-18
Allele-21
Allele-23
Allele-26
Allele-27
Allele-28
Allele-30
Allele-31
Allele-35
Allele-17
Allele-19
Allele-24

Epitope coding region

111 220

ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGCTAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCGTGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATTATAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCGTGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATTATAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCGTGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATTATAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCGTGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATTATAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCGTGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATTATAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCGTGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATTCTAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCGTGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATTCTAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCGTGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGCTAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCGTGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGCTAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCGTGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGCTAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCGTGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGCTAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCGTGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATTATAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCGTGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGCTAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCATGGAAATACCCGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGCTAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCATGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGCTAGAAATGGCTACTAAATTCAATAGATTACCAAAGGGCGTGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGCTAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCGTGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGCTAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCGTGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGCTAGAAATGGCTACTAAATTCAATAGATTACCAAAGGGCGTGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGCTAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCGTGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGCTAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCATGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGCTAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCATGGAAATACCTTCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGCTAGAAATGGCTACTAAATTCAATAGATTACCAAAGGGCGTGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATTATAGAAATGGCTACAAAATTCAACAGACTACCAAAGGGCGTGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGCTAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCATGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGCTAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCATGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGCTAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCATGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGCTAGAAATGGCTACTAAATTCAATAGATTACCAAAGGGCGTGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGCTAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCATGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGATAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCGTGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGCTAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCATGGAAATACCTTCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGCTAGAAATGGCTACAAAATTCAATAGACTACCAAAGGGCATGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGCTAGAAATGGCTACAAAATTCAATAGATTACCAAAGGGCGTGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGCTAGAAATGGCTACAAAATTCAATAGATTACCAAAGGGCGTGGAAATACCTGCACCTCCAGGAGTAAAACCAG
ACGTTGCGTAGGGTATCCAAAGGTTAAAGAAGAAATGCTAGAAATGGCTACAAAATTCAATAGATTACCAAAGGGCGTGGAAATACCTGCACCTCCAGGAGTAAAACCAG
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AGGCTCCCACACCTACACCAACGACAATAACTCCTTCTGTACCTCCTACTATACCAACGCCAATAACTCCTTCGGCACCTCCT-——————-————— ACTACACCACCTACG
AGGCTCCCACACCTACACCAACGACAATAACTCCTTCTGTACCTCCTACTATACCAACGCCAATAACTCCTTCGGCACCTCCT—-——==——-=——— ACTACACCACCTACG
AGGCTCCCACACCTACACCAACGACAATAACTCCTTCTGTACCTCCTACTATACCAACGCCAATAACTCCTTCGGCACCTCCT—-——-——————— ACTACACCACCTACG
AGGCTCCCACACCTACACCAACGACAATAACTCCTTCTGTACCTCCTACTATACCAACGCCAATAACTCCTTCGGCACCTCCT———————————— ACTACACCACCTACG
AGGCTCCCACACCTACACCAACGACAATAACTCCTTCTGTACCTCCTACTATACCAACGCCAATAACTCCTTCGGCACCTCCT-===—===———— ACTACACCACCTACG
AGGCTCCCACACCTACACCAACGACAATAACTCCTTCTGTACCTCCTACTATACCAACGCCAATAACTCCTTCGGCACCTCCT—-——-——————— ACTACACCACCTACG
AGGCTCCCACACCTACACCAACGACAATAACTCCTTCTGTACCTCCTACTATACCAACGCCAATAACTCCTTCGGCACCTCCT—-—————————— ACTACACCACCTACG
AGGCTCCCACACCTACACCAACGACAATAACTCCTTCTGTACCTCCTACTATACCAACGCCAATAACTCCTTCGGCACCTCCT-—————=-————— ACTACACCACCTACG
AGGCTCCCACACCTACACCAACGACAATAACTCCTTCTGTACCTCCTACTATACCAACGCCAATAACTCCTTCGGCACCTCCT-—=———-=-————— ACTACACCACCTACG
AGGCTCCCACACCTACACCAACGACAATAACTCCTTCTGTACCTCCTACTATACCAACGCCAATAACTCCTTCGGCACCTCCT-—=———=————— ACTACACCACCTACG
AGGCTCCCACACCTACACCAACGACAATAACTCCTTCTGTACCTCCTACTATACCAACGCCAATAACTCCTTCGGCACCTCCT—-———-——————— ACTACACCACCTACG
AGGCTCCCACACCTACACCAACGACAATAACTCCTTCTGTACCTCCTACTATACCAACGCCAATAACTCCTTCGGCACCTCCT-—————-=-—-———— ACTACACCACCTACG
AGGCTCCCACACCTACACCAACGACAATAACTCCTTCTGTACCTCCTACTATACCAACGCCAATAACTCCTTCGGCACCTCCT-—=——==————— ACTACACCAACTACG
AGGCTCCCACACCTACACCAACGACAATAACTCCCTCTGTACCTCCTACTATACCAACTCCAATAACTCCTTCTGCACCTCCT—-——--—————— ACTACACCACCTACG
AGGCTCCCACACCTACACCAACGACAATAACTCCCTCTGTACCTCCTACTATACCAACTCCAATAACTCCTTCTGCACCTCCT—-——-——————— ACTACACCACCTACG
AGGCTCCCACACCTATACCAACGACAATAACTCCCTCTGTACCTCCTACTATACCAACTCCAATAACTCCTTCGGCACCTCCT-—————-=-—-———— ACTACACCACCTACG
AGGCTCCCACACCTACACCAACGACAATAACTCCCTCTGTACCTCCTACTATACCAACTCCAATAACTCCTTCTGCACCTCCT-————==————— ACTACACCACCTACG
AGGCTCCCACACCTACACCAACGACAATAACTCCCTCTGTACCTCCTACTATACCAACTCCAATAACTCCTTCTGCACCTCCT—--—-——————— ACTACACCACCTACG
AGGCTCCCACACCTACACCAACGACAATAACTCCTTCTGCACCTCCTACTATACCAACTCCAATAACTCCTTCTACACCTCCT-—=——==-————— ACTACACCACCTAAG
AGGCTCCCACACCTACACCAACGACAATAACTCCCTCTGTACCTCCTACTATACCAACTCCAATAACTCCTTCTGCACCTCCT-—————-=-————— ACTACACCACCTACG

AGGCTCCCACACCTACACCAACGACAATAACTCCTTCTGTACCTCCTACTATACCAACTCCAATAACTCCTTCTGCACCTCCTTCTGCACCTCCTACTACACCACCTAAG
AGGCTCCCACACCTACACCAACGACAATAACTCCCTCTGTACCTCCTACTATACCAACTCCAATAACTCCTTCGGCACCTCCTACTACACCACCTACTACACCACCTACG
AGGCTCCCACACCTACACCAACGACAATAACTCCTTCTGCACCTCCTACTATACCAACTCCAATAACTCCTTCTGCACCTCCTACTACACCTCCTACTACACCACCTAAG
AGGCTCCCACACCTACACCAACGACAATAACTCCTTCTGCACCTCCTACTATACCAACTCCAATAACTCCTTCTGCACCTCCTACTACACCTCCTACTACACCACCTACG
AGGCTCCCACACCTACACCAACGACAATAACTCCTTCTGTACCTCCTACTATACCAACGCCAATAACTCCTTCTGCACCTCCTTCTGCACCTCCTACTACACCACCTACG
AGGCTCCCACACCTACACCAACGACAATAACTCCTTCTGTACCTCCTACTATATCAACTCCAATAACTCCTTCTGCACCTCCTTCTGCACCTCCTACTATACCACCTAAG
AGGCTCCCACACCTACACCAACGACAATAACTCCTTCTGTACCTCCTACTATACCAACTCCAATAACTCCTTCTGCACCTCCTTCTGCACCTCCTACTACACCACCTACG
AGGCTCCCACACCTACACCAACGACAATAACTCCTTCTGCACCTCCTACTATACCAACTCCAATAACTCCTTCTGCACCTCCTACTACACCTCCTACTACACCACCTAAG
AGGCTCCCACACCTACACCAACGACAATAACTCCCTCTGTACCTCCTACTATACCAACTCCAATAACTCCTTCGGCACCTCCTACTACACCACCTACTACACCACCTACG
AGGCTCCCACACCTACACCAACGACAATAACTCCTTCTGTACCTCCTACTATACCAACTCCAATAACTCCTTCTGCACCTCCTACTACACCTCCTACTACACCACCTAAG
AGGCTCCCACACCTACACCAACGACAATAACTCCCTCTGTACCTCCTACTATACCAACTCCAATAACTCCTTCGGCACCTCCTACTACACCACCTACTACACCACCTACG
AGGCTCCCACACCTACACCAACGACAATAACTCCTTCTGTACCTCCTACTATACCAACTCCAATAACTCCTTCTGCACCTCCTACTGCACCTCCTACTACACCACCTAAG

AGGCTCCCACACCTACACCA-——————————————————————————————————— ACTCCAATAACTCCTTCGGCACCTCCTACTACACCACCTACTACACCACCTACG
AGGCTCCCACACCTACACCA-——————————————————————————————————— ACTCCAATAACTCCTTCTGCACCTCCTACTACACCTCCTACTACACCACCTAAG
AGGCTCCCACACCTACACCA-——————————————————————————————————— ACTCCAATAACTCCTTCTGCACCTCCTACTACACCTCCTACTACACCACCTAAG
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GGACTAAATTTTAACTTGACAGTTCAGAACAAATTCATGATAGGTTCGCAAGAAGTTAAGTTAAATATAACTCACGAATACGAGGGTGTATACG
GGACTAAATTTTAACTTGACAGTTCAGAACAAATTCATGGTAGGTTCGCAAGAAGTTAAGTTAAATATAACTCACGAATACGATGGTGTATACG
GGACTAAATTTTAACTTGACAGTTCAGAACAAATTCATGGTAGGTTCGCAAGAAGTTAAGTTAAATATAACTCACGAATACGATGGTGTATACG
GGACTAAATTTTAACTTGACAGTTCAGAACAAATTCATGGTAGGTTCGCAAGAAGTTAAGTTAAATATAACTCACGAATACGAGGGTGTATACG
GGACTAAATTTTAACTTGACAGTTCAGAACAAATTCATGGTAGGTTCGCAAGAAGTTAAGTTAAATATACCTCACGAATACGATGGTGTATACG
GGACTAAATTTTAACTTGACAGTTCAGAACAAATTCATGATAGGTTCGCAAGAAGTTAAGTTAAATATAACTCACGAATACGATGGTGTATACG
GGACTAAATTTTAACTTGACAGTTCAGAACAAATTCATGATAGGTTCGCAAGAAGTTAAGTTAAATATAACTCACGAATACGAGGGTGTATACG
GGACTAAATTTTAACTTGACAGTTCAGAACAAATTCATGGTAGGTTCGCAAGAAGTTAAGTTAAATATAACTCACGAATACGATGGTGTATACG
GGACTAAATTTTAACTTGACAGTTCAGAACAAATTCATGATAGGTTCGCAAGAAGTTAAGTTAAATATAACTCACGAATACGAGGGTGTATACG
GGACTAAATTTTAACTTGACAGTTCAGAACAAATTCATGATAGGTTCGCCAGAAGTTAAGTTAAATATAACTCACGAATACGAGGGTGTATACG
GGACTAAATTTTAACTTGACAGTTCAGAACAAATTCATGATAGGTTCGCAAGAAGTTAATTTAAATATAACTCACGAATACGAGGGTGTATACG
GGACTAAATTTTAACTTGACAGTTCAGAACAAATTCATGATAGGTTCGCAAGAAGTTAAGTTTAAATTTACTCACGAATACGAGGGTGTATACG
GGACTAAATTTTAACTTGACACGTCAGAACAAATTCATGATAGGTTCGCAAGAAGTTAAGTTAAATATAACTTACGAATACGATGGTGTATACG
GGACTAAATTTTAACTTGATAGTTCAGAACAAATTCATGGTAGGTTCGCAAGAAGTTAAGTTAAGTATAACTTACGAATACGATGGTGAATACG
GGACTAAATTTTAACTTGATAGTTCAGAACAAATTCATGGTAGGTTCGCAAGAAGTTAAGTTAAGTATAACTTACGAATACGATGGTGAATACG
GGACTAAATTTTAACTTGACAGTTCAGAACAAATTCATGGTAGGCTCGCAAGAAGTTAAGTTAAGTATAACTTACGAATACGATGGTGTATACG
GGACTAAATTTTAACTTGATAGTTCAGAACAAATTCATGGTAGGTTCGCAAGAAGTTAAGTTAAGTATAACTTACGAATACGATGGTGAATACG
GGACTAAATTTTAACTTGACACTTCAGAACAAATTCATGATAGGTTCGCAAGAAGTTAAGTTAAGTATAACTTACGAATACGATGGTGAATACG
GGACTAAATTTTAACTTGACACTTCAGAACAAATTCATGGTAGGTTCGCAAGAAGTTAAGTTAAATATAACTCACGAATACGAGGGTGTATACG
GGACTAAATTTTAACTTGATAGTTCACAACAAATTCATGGTAGGTTCGCAAGAAGTTAAGTTAAATATAACTTACGAATACGATGGTGAATACG
GGACTAAATTTTAACTTGACACTTCAGAACAAATTCATGATAGGTTCGCAAGAAGTTAAGTTAAGTATAACTCACGAATACGATGGTGTATACG
GGACTAAATTTTAACTTGACAGTTCAGAACAAATTCATGGTAGGCTCGCAAGAAGTTAAGTTAAGTATAACTTACGAATACGATGGTGTATACG
GGACTAAATTTTAACTTGACACTTCAGAACAAATTCATGGTAGGTTCGCAAGAAGTTAAGTTAAATATAACTCACGAATACGAGGGTGTATACG
GGACTAAATTTTAACTTGACACTTCAGAACAAATTCATGGTAGGTTCGCAAGAAGTTAAGTTAAGTATAACTTACGAATACGATGGTGTATACG
GGACTAAATTTTAACTTGACACTTCAGAACAAATTCATGATAGGTTCGCAAGAAGTTAAGTTAAGTATAACTCACGAATACGAGGGTGTATACG
GGACTAAATTTTAACTTGACACTTCAGAACAAATTCATGATAGGTTCGCAAGAAGGTAAGTTAAGTATAACTCACGAATACGATGGTGTATTT(
GGACTAAATTTTAACTTGACACTTCAGAACAAATTCATGATAGGTTCGCAAGAAGTTAAGTTAAGTATAACTCACGAATACGATGGTGTATACG
GGACTAAATTTTAACTTGACACTTCAGAACAAATTCATGGTAGGTTCGCAAGAAGTTAAGTTAAATATAACTCACGAATACGAGGGTGTATACG
GGACTAAATTTTAACTTGACAGTTCAGAACAAATTCATGGTAGGCTCGCAAGAAGTTAAGTTAAGTATAACTTACGAATACGATGGTGTATACG
GGACTAAATTTTAACTTGACAGTTCAGAACAAATTCATGGTAGGTTCGCAAGAAGTTAAGTTAAGTATAACTTACGAATACGATGGTGTATACG
GGACTAAATTTTAACTTGACAGTTCAGAACAAATTCATGGTAGGCTCGCAAGAAGTTAAGTTAAGTATAACTTACGAATACGATGGTGTATACG
GGACTAAATTTTAACTTGACACTTCAGAACAAATTCATGATAGGTTCGCAAGAAGTTAAGTTAAGTATAACTCACGAATACGATGGTGTATACG
GGACTAAATTTTAACTTGACAGTTCAGAACAAATTCATGGTAGGCTCGCAAGAAGTTAAGTTAAGTATAACTTACGAATACGATGGTGTATAT(
GGACTAAATTTTAACTTGACAGTTCAGAACAAATTCATGGTAGGTTCGCAAGAAGTTAAGTTAAATATAACTCACGAATACGAGGGTGTATACG

GGACTAAATTTTAACTTGACACTTCAGAACAAATTCATGATAGGTTCGCAAGAAGTTAAGTTAAGTATAACTCACGAATACGATGGTGTATACG
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Figure S1. Multiple sequence alignment of 35 Tp1 alleles obtained in this study
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