Figure S2.  Location of genotyped LPA SNPs relative to the kringle repeat region and a SNP in the 5′ untranslated region.  Synthesis-View[1] was used to plot the 20 LPA SNPs genotyped in this study.  Three other SNPs not genotyped in this study are also represented in this plot within the boxes:  rs1800769 (which represents a 5′ UTR SNP genotyped by Rainwater et al 1997[2]) and rs9457986 and rs9457952, which flank the kringle repeat.  Chromosomal locations are based on genome build 36.
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