Figure S1. Proteomic analysis for CREBBP and EP300.

(A) Immunoprecipitates of SW480 (wild type CREBBP) and LoVo (-1, wt) cell lines were prepared using anti-CREBBP antibody and (B) immunoprecipitates of LIM1215 (wild type EP300) and HCT116 (-1, wt) cell lines were prepared using anti-EP300 antibody.  Tryptic digests were prepared from the region of the gel including the suspected CREBBP and EP300 bands.  Tandem mass spectrometry revealed multiple peptide sequences corresponding to CREBBP in the SW480 cell line and EP300 in the LIM1215 cell line, confirming the specificity of the wild type protein band.  The mutant protein bands were not confirmed by this technique, possibly due to the presence of more abundant co-immunoprecipitated proteins such as MYH9 (data not shown). 
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923-1 
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Histone 

acetyltransferase 

p300[Homo sapiens] 
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698-01 

(683-10) 

D070831-10 

CREB-binding protein (EC 

2.3.1.48).[Homo sapiens] 
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4% 
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Q92793  121 - 135     
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698-02 

(683-11) 

D070831-11 

CREB-binding protein (EC 

2.3.1.48).[Homo sapiens] 

1 

1% 

coverage 

Q92793  121 - 135      SPLSQGDSSAPSLPK  735.50    +2  1469.74      75 0.053 

698-03 

(683-26) 

D070831-26 

CREB-binding protein (EC 

2.3.1.48).[Homo sapiens] 
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1% 

coverage 

Q92793  121 - 135      SPLSQGDSSAPSLPK  735.37  +2  1469.74      58 2.3 
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