	Marker
	Primer
	Sequence (5’ ( 3’)
	Tm            
	Reference

	rbcLa
	SI_For
	ATGTCACCACAAACAGAGACTAAAGC
	55C
	1

	
	SI_Rev
	GTAAAATCAAGTCCACCRCG
	
	

	matK
	KIM 3F
	CGTACAGTACTTTTGTGTTTACGAG
	49C
	2

	
	KIM 1R
	ACCCAGTCCATCTGGAAATCTTGGTTC
	
	

	
	1329
	TCTAGCACACGAAAGTCGAAGT
	49C
	3

	
	320
	CGATCTATTCATTCAATATTTC
	
	

	
	Kew 5R
	GTTCTAGCACAAGAAAGTCG
	48C
	4

	
	Kew XF
	TAATTTACGATCAATTCATTC
	
	5

	trnH-psbA
	psbA3’f
	GTTATGCATGAACGTAATGCTC
	55C
	6

	
	trnH
	CGCGCATGGTGGATTCACAATCC
	
	7
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