Table S4: RMSD values of ligands (only for the molecules 1, 12, 19 and 28) at binding site of c-Src and c-Abl measured using different algorithms 
	 Molecules
	LigandFit-ZDOCK
	LigandFit-CDOCKER
	ZDOCK-CDOCKER

	 

Src
	1
	0.5600
	0.1408
	0.545

	
	12
	0.8962
	0.1781
	 0.8545

	
	19
	0.5451
	0.1601
	 0.4961

	
	28
	0.4093
	0.8603
	 0.8685

	 

Abl
	1
	0.9164
	0.3141
	 1.0745

	
	12
	0.5296
	0.9292
	 0.8167

	
	19
	0.6847
	0.8748
	 0.4985

	
	28
	0.7731
	0.1892
	 0.7989


 







