Table S4
	Possible source populations
	
	
	Invasive outbreaks

	
	Na
	HE
	ENA
	WNA
	EU
	SA
	AF

	Native area
	5.33
	0.601
	0.017 (-18.8)
	0.011 (-19.9)
	0.048 (-24.2)
	0.094 (-24.3)
	0.031 (-20.5)

	Ebc
	2.94
	0.431
	0.188 (-33.2)
	0.184 (-34.4)
	0.111 (-28.9)
	0.279 (-39.4)
	0.188 (-34.1)

	ENA
	4.55
	0.553
	 
	0.023 (-22.0)
	0.059 (-27.1)
	0.064 (-18.5)
	0.023 (-17.6)

	WNA
	4.79
	0.566
	-
	
	0.064 (-27.8)
	0.107 (-23.8)
	0.037 (-21.0)

	EU
	4.68
	0.614
	-
	-
	 
	0.109 (-23.7)
	0.066 (-22.4)

	SA
	3.47
	0.496
	-
	-
	-
	
	0.089 (-23.2)

	AF
	4.13
	0.549
	-
	-
	-
	-
	

	Inferred source based on raw values of FST and assignment statistics
	
	
	Native area


	Native area


	Native area


	ENA


	ENA



	Inferred source based on ABC analyses
	
	
	Native area


	Native area


	admixture

EBC + ENA
	ENA


	ENA
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