	Table S2. 

Primer pairs and cycling conditions for amplicons used in this study.
	

	 
	AMPLICON
	PRIMERS
	Tm (°C)

	 
	
	Forward*
	ReverseT7
	

	 
	chr4:188493538-188493834
	AATATTGTTAGGATATTGGGTAGTTTATAG
	AAAACTAATAAAAAAATAATTCACCTCTAC
	57

	 
	chr4:188494066-188494394
	GAGGATGTTTTATATTGATGAGTTGG
	AAACCAATATTCTCAAAAACCTACAAC
	59

	 
	chr7:69549072-69549443
	TATTTTGATAGAGGTTTGGGTTTATTAG
	AAATCACATTATCCATAAAAAACAAATTAC
	58

	 
	chr7:69549694-69550115
	TTAAGGGTTTTGATTTTTTGTTTAGAGG
	AAAACTCTATCAAACTCAATCCAACTAC
	57

	 
	chr12:63986773-63987118
	AGTTTTGGTTATTTGGGTAGAAATATAG
	ACCCTTCTCTATAAAAAATAAAACACAC
	56

	 
	chr12:63987260-63987548
	TTAATGGTTTTTTTAGGTTGTGTATTGT
	TATCTTATTCATTTCCTAACCACTTCC
	59

	 
	chr20:45414163-45414450
	GAGTTTTTAATATGAGGTTTTGTGATG
	CAACCCTTTAACTTAACTTTTCAAATAC
	58

	 
	chr20:45414660-45414981
	GAGTTTGAGAATTAATAATGGGTTTTG
	CTTACAAACAAACAAACAAACAATAAC
	59

	 
	chr20:42462991-42463280
	AGTATTAGTTAGAATGTTTGATTTGGG
	AACCTAACCTCTATAAAAAAATAAAAACTC
	57

	Tm, annealing temperature in degrees centrigrade used for PCR amplification; amplicon coordinates according to human genome version hg18 Mar. 2006, UCSC Genome Browser.

	* Forward primer sequences listed all contain a 10bp tag at their 5’ ends (AGGAAGAGAG)
	

	T7 Reverse primer sequences listed all contain a 31bp tag at their 5’ ends (CAGTAATACGACTCACTATAGGGAGAAGGCT) 
	


