Supplemental file   3.      Deletions in R. peacockii and their association with ISRpe1 transposons.  

Locations of deletions were extracted from the Mauve backbone file.  All deletions greater than 100 bp were examined and the junctions located manually using blastn.  The deletion was called as ISRpe1 transposon associated if a transposon was located within 5 bp of the deletion junction. Each deletion lies between the coordinates shown for R. rickettsii SS and the corresponding coordinates are shown for R. peacockii.  Deletions less than 100 bp are shown if transposon associated.  As an example a screen shot from Mauve is shown below the table.
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Example of deletions in R. peacockii

T = Location of ISRpe1 transposon

1 = ISRpe1 associated deletion with no effect on synteny

2 = ISRpe1 associated deletion with change of synteny, Sca1 deletion

3 = ISRpe1 associated deletion with no effect on synteny, DFR deletion

4 = ISRpe1 associated deletion with change of synteny, region of gene fragments
