	Protein
	Domain
	Histone mark
	Dissociation constant (microMolar)
	Reference
	Detected on Array

	CDY
	CD
	H3K9me1
	3.4
	[23]
	+

	
	
	H3K9me2
	0.7
	[23]
	+

	
	
	H3K9me3
	0.5
	[23]
	+

	
	
	H3K27me1
	300
	[23]
	+

	
	
	H3K27me2
	119
	[23]
	+

	
	
	H3K27me3
	76
	[23]
	+

	CDYL2
	CD
	H3K9me1
	67
	[23]
	+

	
	
	H3K9me2
	8.9
	[23]
	+

	
	
	H3K9me3
	3.9
	[23]
	+

	
	
	H3K27me1
	113
	[23]
	-

	
	
	H3K27me2
	18.4
	[23]
	+

	
	
	H3K27me3
	12.4
	[23]
	+

	CHD1
	CD
	H3K4me1
	15.1
	[36]
	+

	
	
	H3K4me2
	5.0
	[36]
	+

	
	
	H3K4me3
	6.1
	[36]
	+

	dsHP1 
	CD
	H3K9me1
	46
	[20]
	+

	
	
	H3K9me2
	7
	[20]
	+

	
	
	H3K9me3
	4
	[20]
	+

	AIRE
	PHD
	H3 (1-21)
	10.6
	[14]
	+

	ING1
	PHD
	H3K4me1
	419
	[35]
	+

	
	
	H3K4me2
	17.3
	[35]
	+

	
	
	H3K4me3
	3.3
	[35]
	+

	ING2
	PHD
	H3K4me1
	208
	[34]
	+

	
	
	H3K4me2
	15
	[34]
	+

	
	
	H3K4me3
	1.5
	[34]
	+

	ING3
	PHD
	H3K4me3
	6.9
	[34]
	+

	ING4
	PHD
	H3K4me3
	7.9
	[34]
	+

	ING5
	PHD
	H3K4me3
	2.4
	[34]
	+

	RAG2
	PHD
	H3K4me2
	173.2 
	[30]
	+

	
	
	H3K4me3
	33.8
	[30]
	+

	53BP1
	TD
	H3K79me2
	2000
	[25]
	-

	
	
	H4K20me1
	52.9
	[25]
	+

	
	
	H4K20me2
	19.7
	[25]
	+

	
	
	H4K20me3
	1000
	[25]
	-

	JMJ2A
	TD
	H3K4me3
	10.4
	[27]
	+


