A

HsMAD2 [ | HORMA domain | | 205aa
AtMAD2 [ ] HORMA domain | ] 209aa
B
AL VAD2 (1) NASKTABAKD! (JTEHESAA [SEas OV AARSINY o A IGEE SaVKVKGGIPVIL T EBE
ZmvAD2 (1) - seoasco TGS AN Ueazor ISR o Wil s> QUi T
HsAD2 (1) NA-LQUSREQENTIRESAE! \)\E5sSrCl NSIRICEC WaSETETRVAY
MVAD2 (1) M. COLARE QTN ASmcr o FERVCAC M AT R TL T T
XNVAD2 (1) VA GQLTR: EGITIKESAEI YSEzsr 00 RSINICRG UaSETETR! QQYGHTLAVSTEP
Schap2 (1) ------ VEQEISIKESTRTIY TEREY S| NSIRYCRC IEAECE TVHNCTLEKTHED
At MAD2 (61) SVKSFVENLTSS SEMAEAGKL QRVILVIIVEKATGEVLZaGNaRI ETDNEVVDKGVSREK
ZnvAD2 (60) GVKNFI ASLTSOLSEAEAGKL QR NEVEVEKATSEVLESINGN VTDAEVVEKGA! KEK
Hs MAD2 (60) ELI KYENNVVESLKOIAYKCSVQKLYVMISN ESGEVLERYQEDI ECDKTAKDDSAPREK
mvVAD2 (60) ELI KYLNNVVESLKERAYKCSVQKLIVMESNI ESGEVL[EaYdEDI ECOKTAKEEGVRREK
XMAD2 (59) ALKEYLNKVTDSLKDEAYKCQVQKLIVMETS! DSNEI LEgVidEDI ECOKTVKDG VR- EK
ScMAD2 (54) ELKDY! RKI LL@VHRIAL GGKCNQLYE RVDKDEGEVVERIISENVQH SGN- SNGQDDW
HORVA donai n
At MAD2 (121) SDKEIVREJQA VRSVASSVYEECHDET- - CVEDVEAI TBVAVEF 1l ESDPKLLAN
ZnvAD2 (120) SDKEIVREJQAI MZeI'ASC! L YECEDEP- - CVigDVIAYAIS TBVDARGTIVESDAKL I DN
Hs MAD2 (120) SQKAI CDERSVI R8I TATVIFIELEEVS- - CSDLI MABKBLVVMEEKIEESGRQRI TN
mvAD2 (120) SQKAI QOE[IRSVI [f8I TATVIIFIELIEVS- - CSEDL [ MIBKELVMEEKUEESGPQFI TN
XMAD2 (118) SQKVI GEEJRSVI R8I TATVIFMELMETA- - CADLI MABKBL EVEEKIEESGRQRVSN
ScMAD2 (113) DLNTTGSQERALI eI TSSVIFMEERTKEGGY Tig TVEAAIBABAKVEL EJADENSKEIPD
At MAD2 (179) PQVYKEHGROUKI RRYDTLUSMENDEVDEEE ( 209)
ZmvAD2 (178) PQUYKLHSFOLKI WDTLESWKDEV\DEEE (208)
HsMAD2 (178) SEEYRLRSFTUT! [UNSMYARKI PVND- - - ( 205)
mvVAD2 (178) CEEYRLRSFTUT! ERUNSMYAMKTPVND- - - (205)
XMAD2 (176) SEEuRLRsﬁTﬁTl RRYNSMYARGKI DTF- - - (203)
ScMAD2 (173) EVQFKTFUNDRRYGAQUSMRY- - - - - - - (196)

Figure S3. Sequence comparison of MAD2-related proteins. (A) Domain organisation of
Arabidopsis thaliana AtMAD2 and human HSMAD2. (B) Alignment of the MAD2-related
proteins from A. thaliana (AtMAD2, At3g25980), Zea mays (ZmMAD2, Q9XFH3), mouse
larvei (XMAD2,
AAB41527) and Saccharomyces cerevisae (SCMAD2, P40958). The HORMA domain

(MMAD2, QSHZHS),

human (HSMAD2, AAC50781), Xenopus

(PF02301) is underlined. Identical amino acid residues are colored.



