Table S1. Connection between the correlation coefficient and the shape of a cloud of points
	
	ln kF
84 proteins
	ln kFmulti
26 proteins
	ln kFtwo
58 proteins

	Parameters of compactness connected with size of cross-section (they depend on protein size) 

	Rg2
	-0.53±0.08
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	-0.72±0.09
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	-0.32±0.12
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	L2/3
	-0.69±0.06
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	-0.80±0.07
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	-0.47±0.10
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	(VASA/SASA)2
	-0.73±0.05
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	-0.76±0.08
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	-0.57±0.09
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	VASA/Rg
	-0.72±0.05
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	-0.81±0.07
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	-0.53±0.09
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	Parameters of compactness normalized to exclude dependence on protein size (they are expected to be independent of protein size)

	SASA/S*ASA
	-0.33±0.10
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	-0.48±0.15
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	-0.19±0.13
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	Rg/Rg*
	0.23±0.10
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	-0.01±0.20
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	0.20±0.13
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	Parameters of protein size and average size of protein loop 

	L
	-0.65±0.06
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	-0.78±0.08
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	-0.42±0.11
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	L1/2
	-0.70±0.06
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	-0.81±0.07

[image: image23.png]



	-0.50±0.10
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	ln L
	-0.71±0.05
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	-0.82±0.06
[image: image26.png]



	-0.55±0.09
[image: image27.png]




	AbsCO
	-0.77±0.04
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	-0.78±0.08
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	-0.71±0.06
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	Relative contact order – parameter of average size of protein loop normalized to exclude dependence on protein size 

	CO
	-0.01±0.11
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	0.25±0.18
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	-0.41±0.11
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The relation of short to long axes is calculated according to equation:

K=(1 – r2)/(1 + r2) where r is correlation coefficient. 
