Supplementary Figure 1. Examples of chromosome 2D DNA walks before and after GSS
transformation. Trajectories of the genes in the original order are shown on the left, GSS
transformed trajectories are on the right. The figure occupies the next 16 pages. Presented are
12 chromosomes of bacteria, 4 chromosomes of archaea, 20 chromosomes of fungi and 24
chromosomes of humans.
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Saccharomyces cerevisiae, chromosome 1
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