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Vertebrate Multiz Alignment & PhastCons Conservation (28 Species)

Repeating Elements by RepeatMasker

Venter Institute/NHLBI Resequencing: Amplicons
Amplicons

Transfac (v12.1): ChIP-chip
ChIP-chip_Transfac

Areas of conservation described by Da Costa et al. Blood 2003; 101(1): 318-323
Da_Costa_et_al

EnsEMBL (release 52): EPO 29 constrained elements for 29 eutherian mammals
EPO_EnsEMBL

EnsEMBL (release 52): FuncGen
FuncGen

5UTR described by Kondoh et al. Cancer Res. 1992;52:791-796
Kondoh_et_al

Transfac Professional v12.1/MATCH (cut-off=minFP) analysis: protein_bind
MATCH_minFP

Transfac Public v7.0/MotifLocator (model=EPD_3; thresold=0.9) analysis: protein_bind
MotifLocator_Transfac

Gibbs stochastic sampler analysis (prior = 0.2): protein_bind
MotifSampler

Transfac Public v7.0/MotifScanner (model=EPD_3; prior=0.9) analysis: protein_bind
MotifScanner_Transfac7.0

Transfac Public v7.0/pMATCH (cut-off=minSUM) analysis: protein_bind
pMATCH_minSUM

5UTR described by Strausberg et al. Pharmacogenomics J. 2002;2:156-164
Strausberg_et_al

Transfac (v12.1): TSSs
TSSs

cisRED (version 9): cis-regulatory element database
CisRED

Jaspar/MotifLocator (model=EPD_3; thresold=0.9) analysis: protein_bind
MotifLocator_Jaspar

Jaspar/MotifScanner (model=EPD_3,TSSDB_3; prior=0.9) analysis: protein_bind
MotifScanner_Jaspar

CVI/NHLBI Resequencing: Novel Polymorphisms
Novel_Polymorphisms

Transfac Public v7.0/pMATCH (cut-off=minFP) analysis: protein_bind
pMatch_minFP

CVI/NHLBI Resequencing: Detected Polymorphisms
Known_Polymorphisms

miRanda: microRNA target prediction
miRanda

Uppsala University: Amplicons
Upstream_Amplicons

Uppsala University: Detected Polymorphisms
Upstream_Known_Polymorphisms

Uppsala University: Detected Polymorphisms
Upstream_Novel_Polymorphisms

UCSC Genes Based on RefSeq, UniProt, GenBank, CCDS and Comparative Genomics
DMRTC2
DMRTC2
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Simple Nucleotide Polymorphisms (dbSNP build 128)
SNPs (128)

RepeatMasker

Infocon_BHIC
Infocon (Stojanovic N. et al. Nucleic Acids Res. 1999; 27(19): 3899-910.) analysis: conserved elements for 7-way eutherian mammals in RPS19 loci
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