Table S1A 

	
	PRL2

	PRL1
	shark
	sturgeon
	Tetraodon
	tilapia
	goldfish
	medaka
	seabream
	zebrafish
	chicken b

	rabbit
	32.4
	36.0
	32.8
	31.6
	35.5
	33.2
	33.2
	35.5
	34.2

	sturgeon
	27.7
	34.7
	28.8
	31.2
	31.6
	33.3
	30.7
	32.6
	28.6

	Tetraodon
	29.8
	32.6
	30.2
	31.5
	32.0
	30.9
	30.9
	33.1
	32.2

	tilapia
	28.1
	30.9
	28.5
	30.9
	31.5
	30.9
	30.9
	32.6
	28.2

	goldfish
	28.7
	32.6
	29.1
	32.0
	32.0
	32.0
	33.1
	33.7
	31.1

	medaka
	31.6
	32.8
	29.2
	31.7
	31.1
	32.2
	31.7
	32.2
	31.2

	seabream
	29.8
	30.9
	27.9
	31.5
	31.5
	30.9
	30.9
	32.6
	29.4

	zebrafish
	29.2
	31.5
	29.1
	32.6
	32.0
	32.6
	33.1
	33.7
	31.1

	chicken a
	30.3
	33.5
	31.8
	30.5
	33.5
	32.1
	31.6
	33.5
	30.6


Amino acid identity of PRL1s and PRL2s in different species. The Jotun Hein method of the DNASTAR software was employed to compare the polypeptide sequences. Data are expressed as percentage aa identity.

Table S1B 
Amino acid identity of PRL2s in different species. The Jotun Hein method of the DNASTAR software was employed to compare the polypeptide sequences. Data are expressed as percentage aa identity.
	
	PRL2

	PRL2
	shark
	sturgeon
	Tetraodon
	tilapia
	goldfish
	medaka
	seabream
	zebrafish
	chicken b

	shark
	100
	
	
	
	
	
	
	
	

	sturgeon
	59.9
	100
	
	
	
	
	
	
	

	Tetraodon
	45.5
	51.5
	100
	
	
	
	
	
	

	tilapia
	56.8
	68.5
	51.3
	100
	
	
	
	
	

	goldfish
	55.7
	68.7
	56.1
	75.0
	100
	
	
	
	

	medaka
	55.7
	70.5
	52.3
	86.5
	75.0
	100
	
	
	

	seabream
	56.8
	70.0
	54.8
	87.1
	74.5
	85.1
	100
	
	

	zebrafish
	56.2
	69.2
	56.1
	73.5
	95.5
	72.5
	75.0
	100
	

	chicken b
	55.9
	58.9
	43.8
	54.6
	53.8
	55.1
	57.7
	55.3
	100
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