Table S2. List of primer sequences used for NOTCH2 mutation analysis
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1 gttgcacacccgagaaagtt 60.2 tgtccaaactcttgggaacc 59.9 471

2a* atgggccccttaaagctaga 60.1 ccaacacagcctcctgaagt 60.3 993

2b* cccagattaggtgggaatga 59.7 gccaattatctggcatccac 60.3 361

3 ctgccaggactcaaaaggac 59.8 taggaaaccactggctttgg 60.1 500

4a* tgctgaggtccttggagagt 60.0 cagacttgcctgtccctttc 59.8 835

4b* atggggccatctcctatttc 60.1 acctcctgtgctaggggttt 60.0 447

5 atgcttgaggccagagaaga 60.1 gcatggagatcctgctcagt 60.4 440

6 tggctcaaattggccttaaa 60.6 gaaggcagagtcctgaatgc 60.0 463

7 tgcatctaggtgctttgctg 60.2 acactggccatgtagcaaga 59.3 484

8 ctggccctgatgctataacc 59.6 tagtccccagtcagcaaagg 60.2 421

9 cagtatgccctgtcctgctt 60.3 ctgctctcttccctgtggtc 60.0  366

10 ccagttacctgttggggaga 60.0 tgctgcagaaaaagagagca 60.0 429

11 gccttggtctttgagaatcc 58.7 atgtttgtggctttggctgt 60.6 418

12 tgaacgagtctgtggactgc 60.0  ccctccagagtgacaaagaaa 59.3 386

13 ttatggcctgagcagatgaa 59.4 gccagcttccatggattaaa 60.0 471

14 cccatttcttcaccaagtcc 59.4 tccccaagtgccttacaagt 59.6 382

15 tggcctgaagaaatgaatgc 61.1 cattacagccccacagacct 60.0 333

16 tcatgggcttctccattttc 60.0 tttgcaaaacctgtgtgctc 59.9 391

17 gcaacttcctaggccacaga 60.4 gctccctgtgtgttttcctc 59.7 376

18 cccccagcatgacttagttc 59.6 ccctttctccctttctctcg 60.3 379

19 cttctggcacccaatctagc 59.8 gctgagtgaatgggaaggaa 60.2 388

20 tgaaggctctttttctttttaatca 59.8 ctgcccttccctcttattcc 60.0  380

21 ggttgatttgaaccccatgt 59.5 aacattatgacggggattgg 59.5 387

22 agctctcatggtctgtttcca 59.9 tgggagaataaaatggcttga 59.5 360

23 gtggttatcccttgctggaa 59.9 cacttgggtctgggacaact 60.0 398

24 ctagttcccatcccagcaaa 60.1 tggaaaaacccaagcacttt 59.6 351

25a* ggctgaacgggaagtacaga 60.3 gggtgccgtgtagagttcac 60.6 362

25b* agcgccagcctccttattac 60.7 agcttaggctgaagcactgg 59.8 436

26 ccaaatgaaaaagcaaatagagc 59.3 tgtcaaagtgctaggcttca 57.2 478

27 cttaaggcagcatcccagag 60.0 aattgttcccccaattgaca 60.0 354

28 gaatctaatgctgacattgagagg 59.3 ttcaacaagatatgcttttctagtcat 58.9 351

29 caagaccctgcaaaattgtaata 58.3 ttcaggacactctggagctaaa 59.1 301

30 gaggctctggacaccttctg 60.0 gtgaaattgggaaggggttt 60.0 353

31 tcaaatagagctgtttcaaccat 58.0  cgataaaacattatagagccatagga 59.1 441

32 tttccctctcctccaggaat 60.0  caggcagttctctaagggtca 59.5 361

33 tgctgatctctggggagttt 59.8 agtgtctgcccaaactgctt 59.9 327

34a* tgtctaagggggtgataat 51.9 aggttagggaggctagtagg 54.4 423

34b* caacagatctttcctcagcct 58.5 ggctgcatttcatgaaggtt 60.1 366

34c* tgggatcttacaggcctcac 60.1 gaggggtggttatgtgcttc 59.4 374

34d* tgtttggtatggtcctggct 60.4 atggtgtcaggtagggatgc 59.8 453

34e* tcatcctttcccagcctctgt 63.3 cttcatttctctcccggatg 59.6 385

* primers used in a Nested PCR 
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				Exon		Upper (F) primer		Tm		Lower (R) primer		Tm		Amplicon size (pb)

				1		gttgcacacccgagaaagtt		60.2		tgtccaaactcttgggaacc		59.9		471

				2a*		atgggccccttaaagctaga		60.1		ccaacacagcctcctgaagt		60.3		993

				2b*		cccagattaggtgggaatga		59.7		gccaattatctggcatccac		60.3		361

				3		ctgccaggactcaaaaggac		59.8		taggaaaccactggctttgg		60.1		500

				4a*		tgctgaggtccttggagagt		60.0		cagacttgcctgtccctttc		59.8		835

				4b*		atggggccatctcctatttc		60.1		acctcctgtgctaggggttt		60.0		447

				5		atgcttgaggccagagaaga		60.1		gcatggagatcctgctcagt		60.4		440

				6		tggctcaaattggccttaaa		60.6		gaaggcagagtcctgaatgc		60.0		463

				7		tgcatctaggtgctttgctg		60.2		acactggccatgtagcaaga		59.3		484

				8		ctggccctgatgctataacc		59.6		tagtccccagtcagcaaagg		60.2		421

				9		cagtatgccctgtcctgctt		60.3		ctgctctcttccctgtggtc		60.0		366

				10		ccagttacctgttggggaga		60.0		tgctgcagaaaaagagagca		60.0		429

				11		gccttggtctttgagaatcc		58.7		atgtttgtggctttggctgt		60.6		418

				12		tgaacgagtctgtggactgc		60.0		ccctccagagtgacaaagaaa		59.3		386

				13		ttatggcctgagcagatgaa		59.4		gccagcttccatggattaaa		60.0		471

				14		cccatttcttcaccaagtcc		59.4		tccccaagtgccttacaagt		59.6		382

				15		tggcctgaagaaatgaatgc		61.1		cattacagccccacagacct		60.0		333

				16		tcatgggcttctccattttc		60.0		tttgcaaaacctgtgtgctc		59.9		391

				17		gcaacttcctaggccacaga		60.4		gctccctgtgtgttttcctc		59.7		376

				18		cccccagcatgacttagttc		59.6		ccctttctccctttctctcg		60.3		379

				19		cttctggcacccaatctagc		59.8		gctgagtgaatgggaaggaa		60.2		388

				20		tgaaggctctttttctttttaatca		59.8		ctgcccttccctcttattcc		60.0		380

				21		ggttgatttgaaccccatgt		59.5		aacattatgacggggattgg		59.5		387

				22		agctctcatggtctgtttcca		59.9		tgggagaataaaatggcttga		59.5		360

				23		gtggttatcccttgctggaa		59.9		cacttgggtctgggacaact		60.0		398

				24		ctagttcccatcccagcaaa		60.1		tggaaaaacccaagcacttt		59.6		351

				25a*		ggctgaacgggaagtacaga		60.3		gggtgccgtgtagagttcac		60.6		362

				25b*		agcgccagcctccttattac		60.7		agcttaggctgaagcactgg		59.8		436

				26		ccaaatgaaaaagcaaatagagc		59.3		tgtcaaagtgctaggcttca		57.2		478

				27		cttaaggcagcatcccagag		60.0		aattgttcccccaattgaca		60.0		354

				28		gaatctaatgctgacattgagagg		59.3		ttcaacaagatatgcttttctagtcat		58.9		351

				29		caagaccctgcaaaattgtaata		58.3		ttcaggacactctggagctaaa		59.1		301

				30		gaggctctggacaccttctg		60.0		gtgaaattgggaaggggttt		60.0		353

				31		tcaaatagagctgtttcaaccat		58.0		cgataaaacattatagagccatagga		59.1		441

				32		tttccctctcctccaggaat		60.0		caggcagttctctaagggtca		59.5		361

				33		tgctgatctctggggagttt		59.8		agtgtctgcccaaactgctt		59.9		327

				34a*		tgtctaagggggtgataat		51.9		aggttagggaggctagtagg		54.4		423

				34b*		caacagatctttcctcagcct		58.5		ggctgcatttcatgaaggtt		60.1		366

				34c*		tgggatcttacaggcctcac		60.1		gaggggtggttatgtgcttc		59.4		374

				34d*		tgtttggtatggtcctggct		60.4		atggtgtcaggtagggatgc		59.8		453

				34e*		tcatcctttcccagcctctgt		63.3		cttcatttctctcccggatg		59.6		385

				* primers used in a Nested PCR






