Supplementary Table S3. Genes located in enriched AE-linked
chromosomal regions. Shown are differentially expressed AE
genes located within disease suceptibility chromosomal regions
(cytobands) that are enriched in 2194 genes induced (Gene Set 1)
or 1908 genes repressed (Gene Set 2) in AE (P<0.05; FDR<0.05).

Gene Set# Cytoband Entrez Gene Symbol
1 11912.1 221 ALDH3B1
1 11912.1 572 BAD
1 11912.1 823 CAPN1
1 11912.1 921 CD5
1 11912.1 923 CD6
1 11912.1 1521 CTSW
1 11912.1 2197 FAU
1 11912.1 2206 MS4A2
1 11912.1 2286 FKBP2
1 11912.1 2950 GSTP1
1 11912.1 3338 DNAJC4
1 11912.1 3992 FADS1
1 11912.1 5007 OSBP
1 11912.1 5499 PPP1CA
1 11912.1 5790 PTPRCAP
1 11912.1 5837 PYGM
1 11912.1 5920 RARRES3
1 11912.1 6094 ROM1
1 11912.1 6520 SLC3A2
1 11912.1 9049 AlP
1 11912.1 9092 SART1
1 11912.1 9158 FIBP
1 11912.1 10312 TCIRG1
1 11912.1 10589 DRAP1
1 11912.1 10897 YIF1A
1 11912.1 10938 EHD1
1 11912.1 29901 SAC3D1
1 11912.1 30008 EFEMP2
1 11912.1 51338 MS4A4A
1 11912.1 58475 MS4A7
1 11912.1 64231 MS4ABA
1 11912.1 65003 MRPL11
1 11912.1 79073 TMEM109
1 11912.1 80198 MUS81
1 11912.1 219928 MRGPRF
1 11912.1 220002 CYBASC3
1 11912.1 245802 MS4AGE
1 11912.1 283237 TTCOC
1 19p13.3 997 CDC34
1 19p13.3 1613 DAPK3
1 19p13.3 1675 CFD
1 19p13.3 2208 FCER2
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