#NEXUS
[!Created

by MacVector on Apr 01 2007 at 18:26:53.]

BEGIN DATA;
DIMENSIONS NTAX=88 NCHAR=72;
FORMAT MISSING=X GAP=- DATATYPE=PROTEIN;

MATRIX
Tc_eve
Bf_ Mox
Fen_Mox
Nv_Hox7
Es_antp
Fen_Hox6
Tc_antp
Lin_ant
Cc_Hox7
Fen_Hox7
Bf_ Hox8
Es_lox4
Nv_lox4
Cc_lox4
Tc_abdA
Tc_Ubx
Cc_lox2
Nv_lox2
Ls_Hox7
Bf_ Hox7
Fen_Hox5
Es_lox5
Nv_lox5
Cc_lox5
Bf_ Hox6
Dj_plox6
Tc_Scr
Es_scr
Nv_Scr
Cc_Scr
Fen_Hox4
Bf_ Hox4
Tc_Dfd
Nv_Dfd
Cc_Dfd
Bf_ Hox5
Sr_Cent
Tc_ftz
Fen_MP
Sc_MP
Bf_ Hox9
Sr_Post
Bf_ Hox12
Bf_Hox10
Bf_ Hoxl1l
Sr_cdx
Cc_Cdx
Nv_cdx
Tc_cdx
Fen_cdx
Bf_ cdx
Cc_Postl
Tc_AbdB
Bf_Hox13
Bf_ Hox14
Es_postl
Nv_Postl
Es_post2
Nv_post2
Cc_Post2
Fen_PostB
Fen_PostA
Cc_Xlox
Bf_ Xlox
Nw_xlox
Es_xlox

IRRYRTAFTREQLARLEKEFFKENYVSRPRRCELAAQLNLPESTIKVWFQNRRMKDKRQRMAIAWPYAAVYT
PRKERTAFTKQQIMELENEFRHHNYLTRLRRYEIAVKLDLTERQVKVWFQNRRMKWKRTKGGAAMRDKEALK
PRKERTAFTKQQIKALEKEFNQHNYLTRLRRYEIAVALDLTERQVKVWFQNRRMKWKRVKGSQIAKDKVNQP
RKRGRQTYTRYQTLELEKEFHFNRYLTRRRRIEIAHSLCLTERQIKIWFQNRRMKWKKENKIVDNGPPMHGC
RKRGRQTYTRYQTLELEKEFHFNRYLTRRRRIEIAHALCLTERQIKIWFQNRRMKWKKENKAEMPGTENGKP
RKRGRQTYTRYQTLELEKEFHFNRYLTRRRRIEIAHALCLTERQIKIWFQNRRMKWKKEQKAALGVGMPGPG
RKRGRQTYTRYQTLELEKEFHFNRYLTRRRRIEIAHALCLTERQIKIWFQNRRMKWKKENKTKGEGGSEGGG
RKRGRHTYSRHQTLELEKEFHFNRYLTRRRRIEIAHALCLTERQIKIWFQNRRMKWKKENKGIELSRDSPP-
RKRGRQTYTRYQTLELEKEFHFNRYLTRRRRIEIAHALCLTERQIKIWFQNRRMKWKKENRQIEVLRQHTDD
RKRGRQTYTRYQTLELEKEFHFNRYLTRRRRIEMAHALCLTERQIKIWFQNRRMKEKKEKQKIEEMKVDGVS
RRRGRQTYSRYQTLELEKEFHFNKYLTRRRRIEIAHALGLTERQIKIWFQNRRMKLKKEAAMLCPPKAETET
RRRGRQTYSRFQTLELEKEFQYNNYLTRKRRIEVAHALNLSERQVKIWFQNRRMKLKKEKQQIREMNGACRS
EERGRQTYSRYQTLELEKEFRFNHYLTRKRRMEIAHVLCLTEHQIKIWFQNRRMKLRKERLQIKELNRDITG
RRRGRQTYSRYQTLELEKEFQFNHYLTRKRRIEIAHALCLTERQIKIWFQNRRMKLKKERQQIKDLNGLDGK
RRRGRQTYTRFQTLELEKEFHFNHYLTRRRRIEIAHALCLTERQIKIWFQNRRMKLKKELRAVKEINEQARR
RRRGRQTYTRYQTLELEKEFHTNHYLTRRRRIEMAHALCLTERQIKIWFQNRRMKLKKEIQAIKELNEQEKQ
RRRGRQTYTRYQTLELEKEFKFNRYLTRRRRIELSHMLCLTERQIKIWFQNRRMKEKKEIQAIKELNEKEKT
RRRGRQTYTRYQTLELEKEFKFNRYLTRKRRIELSHMLCLTERQIKIWFQNRRMKEKKEIQAIKDLNAEREP
RKRGRQTYTRYQTLELEKEFHFNKYLTRRRRIEIAHALCLTERQIKIWFQNRRMKWKKKENKQPVGIVCKEE
RKRGRQTYTRYQTLELEKEFHFNKYLTRRRRIEIAHALCLTERQIKIWFQNRRMKWKKENKLESLKQQPAES
QOKRTRQTYTRHQTLELEKEFHFNRYLTRRRRIEIAHALGLTERQIKIWFQNRRMKWKKENNLKSINDAKPEF
QKRTRQTYTRFQTLELEKEFHFNRYLTRRRRIEIAHSLGLSERQIKIWFQNRRMKWKKENNVSKLTGPDKSK
QOKRTRQTYTRYQTLELEKEFHYNRYLTRRRRIEIAHALGLTERQIKIWFQNRRMKWKKENNLSKLTGPNGEP
QOKRTRQTYTRYQTLELEKEFHYNRYLTRRRRIEIAHALQLTERQIKIWFQNRRMKYKKENNISKLTGPNGEL
KKRGRQTYTRYQTLELEKEFHFNKYLTRKRRIEIAHLLGLTERQIKIWFQNRRMKWKKENKIPSLNATTINQ
HKRSRQTYTRYQTLELEKEFHFNKYLTRRRRIEIAHALSLTERQIKIWFQNRRMKWKKDHNIPKLNGPGTLE
TKRORTSYTRYQTLELEKEFHFNRYLTRRRRIEIAHALCLTERQIKIWFQNRRMKWKKEHKMASMNIVPYHM
SKRSRTSYTRHQTLELEKEFHYNKYLTRRRRIETIAHALNLTERQIKIWFQONRRMKWKKEHKLSHIAKNMNVC
SKRTRTSYTRHQTLELEKEFHFNRYLTRRRRIETIAHALNLTERQIKIWFQONRRMKWKKEHKLGHLAKSQGTK
NKRTRTSYTRHQTLELEKEFHFNRYLTRRRRIEIAHSLNLTERQIKIWFQNRRMKWKKEHKLAHLAKSQAQK
PKRARTAYTRHQVLELEKEFHFNRYLTRRRRIEIAHALCLTERQIKIWFQNRRMKWKKDHGLPNTKTVKSRA
TKRSRTAYTRQQVLELEKEFHFNRYLTRRRRIEIAHSLGLTERQIKIWFQNRRMKWKKDNRLPNTKTRSSSA
PKRORTAYTRHQILELEKEFHYNRYLTRRRRIEIAHTLVLSERQIKIWFQNRRMKWKKDNKLPNTKNVRRKT
SKRTRTAYTRHQVLELEKEFHFNRYLTRRRRIETIAHALCLTERQIKIWFQONRRMKWKKENKLPNTKNRLSNN
SKRTRTAYTRHQILELEKEFHFNRYLTRRRRIEIAHTLCLSERQIKIWFQNRRMKWKKEHKLPNTKTRLTDS
NKRTRTAYTRYQTLELEKEFHFNRYLTRRRRIEIAHALCLTERQIKIWFQNRRMKWKKENKLKSLSQCQQTQ
CKRTRTAYTRFQTLELEKEFHFNRYLTRRRRIEIANLLALTERQIKIWFQNRRMKWKKDNNLKSMSQIDSIT
NKRTRQTYTRYQTLELEKEFHFNKYLTRRRRIEIAESLRLTERQIKIWFQNRRMKAKKDTKFTEQSVTSTFD
HRKRRQTYTRHQTAELEREYVTNRYLTRRRRIEISQSLHLSERQIKIWFQNRRMKEKREEDHVTSPRKNKKK
HRKRRQTYSRQQTAELEREYVSNRYLTRRRRIEISQHLDLSERQIKIWFQNRRMKERREKDHPATTTTSPRK
SRKKRCPYTRFQTLELEKEFLYNMYLTRERRYEISQHVNLTERQVKIWFQNRRMKMKKMS === —===——===—
SRKKRRPYPKNQTLELEKEFLFNTYITRERRLEIARSLNLTDRQVKIWFQNRRMKNKKQHSGGPGMGPPIPG
SRKKRCPYSKVQLLELEKEFLYNMYITREQRGEIARKVNLTDRQVKIWFQNRRMKMKRMKQRHEEE - —————
GRKKRCPYTKYQILELEKEFLFNMYVSRERRQEISRHVNLSDRQVKIWFQNRRMKMKRMN == === —=—=————
TRKKRCPYTKYQTLELEKEFLFNMFVTRERRQEIARQLNLTDRQVKIWFQNRRMKMKRMKQRAM—==—=—=—=—
KDKYRVVYTDRQRAELENEFRSAQYITIRRKSELAMQVGLSERQVKIWFQNRRAKERKVSRKVPGGGNHSSS
KDKYRIVYSEYQKVELEKEYLYSKYITIQRKAELSRSIGLSERQVKIWFQNRRAKERKQKRKMEEALSTSDS
KDKYRVVYTDHQRLELEKEFHYSRYITIRRKAELAQNLNLSERQVKIWFQNRRAKERKQNKKREDGMQGAGS
KDKYRVVYTDHQRVELEKEFYYSRYITIRRKAELANSLGLSERQVKIWFQNRRAKERKQVKKREEVTQKDSP
KDKYRVVYSDHQRIELEKEYLQSPYITIKRKAELAQTLDLSERQVKIWFQNRRAKERKQFKKDSSASDSGKD
KDKYRVVYSDHQRLELEKEFYSNKYITIKRKVQLANELGLSERQVKIWFQNRRAKQRKMA-==———===—=—==—
PKKKRKPYSKPQVSALENEYSTSTYITKARRKEVARELDLTERQIKIWYQNRRIKEKKIATKRAKVQSDLFM
VRKKRKPYSKFQTLELEKEFLFNAYVSKQKRWELARNLNLTERQVKIWFQNRRMKNKKNSQRQAAQQQNNNN
GRKKRCPYTKYQLSVLEQEYIQNRYVSRETRLELSQRLNLTDRQVKIWFQNRRMKQKRLE—===——====—==—
VRPKRRPYSKYQLNELENEYVQONQYISRDKRLQLSQKLNLTERQVKIWFONRRIKQKKLD——===—=——===——
LRKRRRPYSKYQIAELEREYALSTYISKSRRWELSQLLNLSERQIKIWFQNRRIKAKKLQKRDETLKTQTPN
MRKKRKPYSKYQIAELEKEYVNNTYITKPKRWELSQRLNLSERQVKIWFQONRRMKEKKVTDKKC————=———
GRKKRKPYTRYQTMVLENEFLNSSYITRQKRWEISCKLQLTERQVKVWFQNRRMKRKKLNERAKARLREDRE
ORKKRKPYTRYQTMVLENEFMGNSYITRQKRWEISCKLHLSERQVKVWFQNRRMKRKKLNERAKTLIKS ———
ORKKRKPYTRYQTMVLENEFINNSYITRQKRWEISCKLHLSERQVKVWFQNRRMKRKKLNERAKSLIKDHEP
CRTKRKPYEKWVTYLLEEEYLSNTYITKQKRYELSYRTSLTERQVKIWFQNRRMKSKKLRERSTSGATGNED
IRKKRKPYTKHQTFILEQEYLMSTYITROQRRLELARNLSLTERQVKIWFQNRRMKTKKLRERNKVSVGPDST
NKRTRTAYTRAQLLELEKEFHFNRYITRPRRVELAAHLNLTEQHIKIWFQNRRMKWKKDVDKKRPQQSEQDG
NKRTRTAYTRGQLLELEKEFHFNKYISRPRRIELAAMLNLTERHIKIWFQNRRMKWKKEQ-==——===——==—
———————————————————— HFNKYISRPRRIELAAMLNLTERHIKIWFQNRRMKWKKDEAKRRPRPLKSGS
NKRTRTAYTRGQLLELEKEFHFNKYISRPRRIELAAMLNLTERHIKIWFQNRRMKWKKDEAKRRPRPLSTST



Sr_labi
Fen_Hoxl1
Tc_lab
Es_lab
Bf_ Hoxl1
Nv_1lab
Cc_1b
Tc_hox3
Bf_ Hox3
Es_hox3
Nv_hox3
Cc_Hox3
Bf_ gsx
Cc_Gsx
Tc_ind
Nv_gsx
Es_gsx
Bf_ Hox2
Cc_pb
Nv_pb
Tc_pb
Bf EVX

’

END;

TRGGRTNFTNKQLTELEKEFHFNRYLTRARRIEIATSLTLNETQVKIWFQTRRMKQKKLLKEGKLS-—=——-~
NNTGRTNFTTKQLTELEKEFHFNKYLTRARRIEIAGALQLNETQVKIWFQNRRMKQKKRMKEGLIPPDPALT
LNTGRTNFTNKQLTELEKEFHFNKYLTRARRIEIASALQLNETQVKIWFQNRRMKQKKRMKEGLIPPEPISA
NSTGRTNFTNKQLTELEKEFHFNKYLTRARRIEIAAALGLNETQVKIWFQNRRMKQKKRLKEAQGTPGLGNT
PNNGRTNFTTKQLTELEKEFHYNKYLTRARRVEIAAALNLNETQVKIWFQNRRMKQKKREKENG—===——=—
PNMGRTNFTNKQLTELEKEFHFNKYLTRARRIEIAAALGLNETQVKIWFQNRRMKQKKRMKETNVSPTF ———
PNMGRTNFTNKQLTELEKEFHFNKYLTRARRIEIAASLGLNETQVKIWFQNRRMKQKKRLKENTSTTPVSDS
GKRARTAYTSAQLVELEREFHHGKYLSRPRRIQIAENLNLSERQIKIWFQNRRMKHKKEQMNKVSTPRSSPA
GKRARTAYTSAQLVELEKEFHFNRYLCRPRRVEMAAMLNLTERQIKIWFQNRRMKYKKEQKVKGGGSGGGSG
AKRARTAYTSAQLVELEKEFHFNQYLCRPRRIEMAALLNLSERQIKIWFQONRRMRFKKEKKLKVNMDKSGCG
SKRARTAYNSAQLVELEKEFHFNRYLCRPRRIEMAALLSLSERQIKIWFQNRRMKYKKDQRMKPNSEKE-—-—
SKRARTAYTSAQLVELEKEFHFNRYLCRPRRIEMAALLNLTERQIKIWFQNRRMKYKKDQKQKNLMEKQYAG
SRRMRTAFSSTQLLELEREFASNMYLSRLRRIEIATFLNLSEKQVKIWFONRRVKHKKEA-———————————
VKRMRTAFSSTQLLELEREFASNMYLSRLRRIEIATYLSLSEKQVKIWFQNRRVKFKKEGAAHGSRDHPHCQ
SKRIRTAFTSTQLLELEREFASNMYLSRLRRIEIATCLRLSEKQVKIWFQNRRVKYKKEDLPAAAGKASNGN
GKRIRTAFTSTQLLELEREFSSNMYLSRLRRIEIATYLNLSEKQVKIWFQNRRVKYKKEGVTDSRDKCRCLR
SKRIRTAFTSTQLLELEREFASNMYLSRLRRIEIATYLNLSEKQVKIWFQNRRVKYKKEGTGESGEKCRCLR
SRRLRTVFTNTQLLELEKEFHYNKYVCKPRRKEIASYLDLNERQVKIWFQNRRMRQKRRDTKGR—-=——===—
PRRLRTAYTNTQLLELEKEFHFNKYLCRPRRIEIAASLDLTERQVKVWFQNRRMKFKRQTGKGSGNSPDAEC
PRRLRTAYTNTQLLELEKEFHFNKYLCRPRRIEIAASLDLTERQVKVWFQNRRMKFKRQTQTKGLPDGNSDD
PRRLRTAYTNTQLLELEKEFHFNKYLCRPRRIEIAASLDLTERQVKVWFQNRRMKHKRQTLGKQGDDGDDKD
VRRYRTAFTREQLARLEKEFYRENYVSRPRRCELAAQLNLPETTIKVWFQNRRMKDKRQRLALTWPHPADPN
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