Alignment of galE-genes from Ea273 (Sanger) and Ea1/79 (M. Kube)

galE-Ea273        1 atgtctattttagtcacggggggagcaggctatattggatcccataccgt

galE-Ea1MK        1 ..................................................

galE-Ea273       51 actctcattgctgcaacgtggcgatgacgtggtgatactggataatctga

galE-Ea1MK       51 ..................................................

galE-Ea273      101 gtaatgcatcgcgcgagtcaattaatcgtgttgaaaagctaaccggtaaa

galE-Ea1MK      101 ..................................................

galE-Ea273      151 acggcgactttcttcgaaggggacatcctcgatcgtagctgtttgcggag

galE-Ea1MK      151 ........................c.........................

galE-Ea273      201 tgttttcagcgctcaccgtatcagcgcagtgatccactttgccggactta

galE-Ea1MK      201 ..................................................

galE-Ea273      251 aggctgtaggggagtcgacgcgcaaaccgctggagtattaccaaaataat

galE-Ea1MK      251 ..................................................

galE-Ea273      301 gtcaccggtacgctggtactgctggaagagatgcgcagtgcaggggtgaa

galE-Ea1MK      301 ..................................................

galE-Ea273      351 tcaatttattttcagctcgtctgccaccgtatatggagccgatgcgccag

galE-Ea1MK      351 ..................................................

galE-Ea273      401 taccttatgttgaaaccacgccaattggcggtaccaccagcccctacggc

galE-Ea1MK      401 ..................................................

galE-Ea273      451 acgtctaagctgatggttgaacagattttacgtgactacgccaaagctaa

galE-Ea1MK      451 ..................................................

galE-Ea273      501 ccctgaattcaaaactattgcattacgctattttaatccggtcggtgctc

galE-Ea1MK      501 ..................................................

galE-Ea273      551 atgaatccggtcagattggcgaagatcctaacggtatcccaaacaacctg

galE-Ea1MK      551 ..................................................

galE-Ea273      601 ctaccgtatattgctcaggtcgccatcggtcggctggaaaaactcggcat

galE-Ea1MK      601 ..................................................

galE-Ea273      651 attcggtgatgactatccgactgaggatggcaccggcgtgcgggactaca

galE-Ea1MK      651 ..................................................

galE-Ea273      701 tccatgtgatggatctggcagagggacacctcaaggcactggatcatctt

galE-Ea1MK      701 ..................................................

galE-Ea273      751 tcggcgattgaaggttataaagcctataatcttggcgcggggaaaggcta

galE-Ea1MK      751 ..................................................

galE-Ea273      801 ctcggtgctggaaatggttaaggcgtttgaaaaagcgtctggccgcacgg

galE-Ea1MK      801 ..................................................

galE-Ea273      851 tcgcatatcagatttctccacgtcgtgatggcgacctggctgctttctgg

galE-Ea1MK      851 ..................................................

galE-Ea273      901 gccgatgccacgctggctgataaagagttgaactggcgcgtctcgcgcgg

galE-Ea1MK      901 ..................................................

galE-Ea273      951 tattgacgagatgatgcgtgatacatggaactggcagagccagaatcccc

galE-Ea1MK      951 ..................................................

galE-Ea273     1001 aaggctatagttga

galE-Ea1MK     1001 ..............

