A. 

	IES

i
	MDS

x-y
	Cryptic pointer
	Number observed
	Nearest 5' pointer
	Nearest 3' pointer

	1
	3-4
	GCTTTG 
	5
	TCGTT


	TCGTT


	
	
	TTGCTT 
	4
	
	

	
	
	AATC
	1
	
	

	
	
	A
	1
	
	

	2
	4-5
	AATTT
	4
	AAGA


	AAGA



	
	
	TCC
	3
	
	

	
	
	TCCT
	3
	
	

	4
	6-7
	GCAT
	10
	TGC 
	TGC 

	7
	10-
[image: image1.wmf]2


	ATTTAT
	4
	telomere*

	AAA_CCAGCCTTGAC(G/T)ACTC



	
	
	CCA
	4
	
	

	
	
	TTAT
	1
	
	

	
	
	AAA
	1
	
	

	
	
	AAACC
	1
	
	

	8
	2-1
	GAGAT
	5
	ATATG
	ATATG

	3-7
	5-
[image: image2.wmf]2


	CTTGAC
	3
	ATT
	AAACCAGCCTTGACGACTC

	1-6
	3-10
	TATTAAAT
	1
	TCGTT
	GAATCA

	4-7
	6-
[image: image3.wmf]2


	CCAGCC
	5
	TGC
	AAACCAGCCTTGACGACTC



	
	
	CCA(C/G)CCTT
	1
	
	

	
	
	TGACGA
	1
	
	


B. 

	Case
	MDS x-y
	Cryptic pointer
	Number observed
	Replaces pointer in MDS x
	Replaces pointer in MDS y

	a, b
	
[image: image4.wmf]8

-3
	GGTAAGGAGC
	11
	GTTAATTTAT
	GAGT(C/A)GTCAAGGCTGGTTT

	c
	3-
[image: image5.wmf]6


	TGGAACC
	6
	TCGTT
	TGC

	d
	3-4
	CCTTACCG
	5
	TCGTT
	AAGA

	e
	
[image: image6.wmf]3

-6
	TCACC
	4
	GAGT(C/A)GTCAAGGCTGGTTT
	ATT

	f
	
[image: image7.wmf]9

-5
	GAAGAG(A/G)C
	1
	GAATCA
	AAGA

	g
	
[image: image8.wmf]1

-3
	none
	1
	telomere*
	GAGT(C/A)GTCAAGGCTGGTTT

	h
	
[image: image9.wmf]8

-1
	TAGAGAG
	1
	GTTAATTTAT
	telomere*

	i
	
[image: image10.wmf]2

-9
	ATGTCT
	1
	ATATG
	GAATCA 

	j
	
[image: image11.wmf]10

-3
	TGG
	1
	GCCAAGGACAGGTTGAA
	GAGT(C/A)GTCAAGGCTGGTTT 

	k
	
[image: image12.wmf]10

-3
	A
	1
	GCCAAGGACAGGTTGAA
	GAGT(C/A)GTCAAGGCTGGTTT
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