Supplementary Figure 1. 
Comparison of the 2D mapping of the OR repertoires of human and mouse obtained using the SDRs with those obtained using random sets of OR protein positions. In all panels mouse ORs are represented by triangles, whereas human ORs are represented by circles. A. 2D mapping of the OR repertoires using the SDRs. Two mouse-specific clusters (red and magenta, corresponding to regions a and d in Figure 1 in the paper), and one human-specific cluster (blue, corresponding to region c of Figure 1) are highlighted. Panels B to F display 2D mappings of the human and mouse OR repertoires obtained using randomly selected groups of OR protein positions (see Methods), with the same ORs highlighted as in panel A.
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