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Figure S2. The surfaces and the docked conformations of the four tetracycline-derivatives on
TetR protein and DV E protein according to GEMDOCK. (A) TetR protein (PDB code 2TRT);
(B) DV E protein (PDB code 1OKE). The surfaces and sizes of the binding sites of these two
proteins are similar. In addition, docked conformations of the four tetracycline-derivatives in
these two proteins are also similar.


