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S4 Fig. Hypothetical proteins translated from the partial Abe GH5-1 cDNA sequence. To understand 

whether the Abe GH5-1 protein can be produced without SCP-like domain, we computationally generated 

incomplete proteins by excluding a 5’ region of two exons from the GH5 cDNA sequence, which covered the 

coding region of signal peptide and SCP-like domain. Using the website tool EMBOSS sixpack [1], the 

incomplete DNA sequence was translated into protein sequences with different open reading frames. Signal 

peptides and pfam domains of the proteins were detected using SignalP (v4.1 [2]) and pfam_scan.pl (version 

1.5 [3]). Our data show that no single protein containing both signal peptide and GH5 domain can be translated 

from our Abe GH5-1 cDNA sequence once the 5’ region was not available. 
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