Figure S2. Strict consensus of four maximum parsimony trees for 27AA data set plus
bootstrap values (above branches) from 20AA (left) and 27AA (right) analyses.
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Commentary on Figure S2: Miracrustacea (BP, 24%), Progoneata (BP, 33%), and Chelicerata (BP, 57%) are all
present in subsets of the four MP trees for the 27AA analysis. Miracrustacea (BP, 12%) and Xenocarida (BP, 31%)
are both present in subsets of the five MP trees for the 20AA analysis, but not Altocrustacea (BP, 14%) and
Chelicerata (40%). Progoneata (BP, 35%) is present in the strict consensus of the 20AA analysis.



