Supporting Information for Table 7: The MS/MS patterns of sequenced petides

Spot number: P4

Protein name: RuBisCO activasel

gi[162458161

Sequenced peptide: GLAYDISDDQQDITR
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Spot number: P7

Protein name: ATP synthase gamma chain

gi[226533016

Sequenced peptide: RPYIPLER
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Sequenced peptide: VIAEYIWVGGSGIDIR

Protein name: glutamine synthetase

Spot number: P11
gi: 195619796
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Spot number: P12

Protein name: pyruvate,orthophosphate dikinase

gi: 168586

Sequenced peptide: FLDMFGNVVMDIPR
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Spot number: P30

Protein name: S-adenosylmethionine synthetase 1

gi: [194689980

Sequenced peptide: FVIGGPHGDAGLTGR

NIGFVSNDVGLDADHCK
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Spot number: P36

Protein name: Rubisco large subunit-binding protein subunit alpha

gi: 226493235

Sequenced peptide: EIAFDQGSR

AIELADPMENAGASLIR
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Spot number: P41

Protein name: Hsp70

gi: 20559

Sequenced peptide: TTPSYVGFTDTER

NAVVTVPAYFNDSQR
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Spot number: P54

Protein name: maize 20S proteasome alpha subunit

gi: [162463728

Sequenced peptide: HITIFSPEGR

CDPAGHFFGHK
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Spot number: P57

Protein name: UDP-sulfoquinovose synthase

gi: 226530866

Sequenced peptide: ATDLNQGVVYGVR

SFEPDAAVHFGEQR
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Spot number: P63

Protein name: 6-phosphogluconolactonase

gi: 224029461

Sequenced peptide: GAFTAVLSGGSLIEALR

CETORT P00 - - - - - - —]

(ZTaR - =

e e e e e e —
OV et

(63f- —

(LR
(230 - =

B 1 12 o 1 = P Coughe (anh Hlllwl
(L2083 iepas - oo =

. ; | =R
00431 e fp TR Y -
(98- B Thn] R —
B35 1715995 - MELT CUOT DT 7 gyen =
O RS R ——
(o R SRR —

o0 - TLICoie o —
PRLATEYR % e T enag - L

2L R Iat Y. Iafailalalialalulialalie —
. BLd- 1795931599
03-1899° (2R~ oo g (23 ah MAL =

HI_|"

(Taf 00-599 -

4o Qo G 1060 1200 150 1650

200




Spot number: S8

Protein name: sucrose-phosphatasel

gi: |162463022

Sequenced peptide: CAAGIIQAIGHFK
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Spot number: S10
Protein name: transketolase
gi: 194708072
Sequenced peptide: QKLPHLPGTSIEGVEK
ISIEAGSTLGWQK
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Spot number: S51

Protein name: 1-aminocyclopropane-1-carboxylate oxidase

gi: [195613470

Sequenced peptide: NFTMSEFYGTFFSR
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