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Figure S5. H3K27me3 modification in four different expressed sets.
Profiles of the H3K27me3 covered the region of upstream 10K to TSS for highly active (A), two kinds of intermediately active (medium (B) and low (C)) and silent gene (D) sets were shown. Each gene set included common genes shared by four individuals (C1, C2, C3 and C4), which were screened from 700 genes in Figure 4 or Figure 5. Here, the tag density (number of tags per base pair) was calculated in 50 bp windows in upstream 10K regions to TSS (see Experimental Procedures).


image1.png
(A)
H3K27me3 modification in high expression genes H3K27me3 modification in medium expression genes

Tag density
Tag density

& FSHLESE
©) (D)

H3K27me3 modification in low expression genes





