Supporting Information 7: UCSC 28-way alignment of five cross-species microsatellite locus showing species of interest (in
order: C2-1218; C2-6868; C2-1915; C4-1514; C17-4243). (A) Flanking sequences. Underscores represent the microsatellite
sequence; positions are counted upstream and downstream from the microsatellite. Boxes indicate primer sites, dashes gaps and dots
bases identical to human. (B) Microsatellite sequence. Array length is shown in brackets. UCSC assemblies: Human (hg18), chimp
(panTro2), mouse (mm8), rat (rn4), cow (bosTau3), dog (canFam?2), cat (felCat3), shrew (sorAral), hedgehog (eriEurl), armadillo
(dasNov1), elephant (loxAfrl), tenrec (echTell), opossum (monDom4), platypus (ornAnal).
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