Supporting Table 1: Genes of the Glucosinolate-Myrosinase System
	Gene
	AGI number
	Description
	References

	CYP79F1
	At1g16410
	Cytochrome P450: converts amino acids to aldoximes
	1-4

	CYP79F2
	At1g16400
	Cytochrome P450: converts amino acids to aldoximes
	1-4

	AtST5a
	At1g74100
	Desulfoglucosinolate Sulfotransferase
	5

	AtST5b
	At1g74090
	Desulfoglucosinolate Sulfotransferase
	5

	AtST5c
	At1g18590
	Desulfoglucosinolate Sulfotransferase
	5

	ESP
	At1g54040
	Epithiospecifier protein; determines glucosinolate hydrolysis product identity
	6

	UGT74B1
	At1g24100
	UDP-glucose:thiohydroximate S-glucosyltransferase
	7

	C-S lyase
	At2g20610
	Formation of thiohydroximates
	8

	CYP79B2
	At4g39950
	Cytochrome P450: converts amino acids to aldoximes
	9-11

	CYP79B3
	At2g22330
	Cytochrome P450: converts amino acids to aldoximes
	9,11

	IQD1
	At3g09710
	binds to calmodulin in a Ca2+-dependent fashion; affects expression of multiple genes with roles in glucosinolate metabolism
	12

	ESM1
	At3g14210
	Epithiospecifier modifier 1; alters glucosinolate hydrolysis; ESM1 represses nitrile formation and favors isothiocyanate production
	13

	BCAT4
	At3g19710
	Branched-chain amino transferase; involved in chain elongation pathway in biosynthesis of Methionine-derived glucosinolates
	14

	AOP1
	At4g03070
	2-oxoglutarate-dependent dioxygenase
	15

	AOP2
	At4g03060
	2-oxoglutarate-dependent dioxygenase
	15

	AOP3
	At4g03050
	2-oxoglutarate-dependent dioxygenase
	15

	CYP83A1
	At4g13770
	Cytochrome P450: converts  aldoximes to S-alkylthiohydroximates
	16,17 

	CYP83B1
	At4g31500
	Cytochrome P450: converts  aldoximes to S-alkylthiohydroximates
	16,17 

	CYP79A2
	At5g05260
	Cytochrome P450: converts amino acids to aldoximes
	18

	MAM1
	At5g23010
	Methylthioalkylmalate synthase; involved in methionine carbon-chain extension
	19-22

	MAM2
	
	Methylthioalkylmalate synthase; involved in methionine carbon-chain extension; not present in Col-0
	19,20,22

	MAML
	 At5g23020
	Methylthioalkylmalate synthase; involved in methionine carbon-chain extension
	19,23

	TGG1
	At5g26000
	Myrosinase: gucosinolate hydrolysis
	24

	TGG2
	At5g25980
	Myrosinase: gucosinolate hydrolysis
	24

	TGG3
	At5g48375
	Myrosinase: gucosinolate hydrolysis, pseudogene in Col-0
	25

	ATR1
	At5g60890
	Myb-like transcription factor, tryptophan gene regulator
	26
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