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Abstract
Bmp6 is the main activator of hepcidin, the liver hormone that negatively regulates plasma

iron influx by degrading the sole iron exporter ferroportin in enterocytes and macrophages.

Bmp6 expression is modulated by iron but the molecular mechanisms are unknown. Al-

though hepcidin is expressed almost exclusively by hepatocytes (HCs), Bmp6 is produced

also by non-parenchymal cells (NPCs), mainly sinusoidal endothelial cells (LSECs). To in-

vestigate the regulation of Bmp6 in HCs and NPCs, liver cells were isolated from adult wild

type mice whose diet was modified in iron content in acute or chronic manner and in disease

models of iron deficiency (Tmprss6 KOmouse) and overload (Hjv KOmouse). With manipu-

lation of dietary iron in wild-type mice, Bmp6 and Tfr1 expression in both HCs and NPCs

was inversely related, as expected. When hepcidin expression is abnormal in murine mod-

els of iron overload (Hjv KOmice) and deficiency (Tmprss6 KOmice), Bmp6 expression in

NPCs was not related to Tfr1. Despite the low Bmp6 in NPCs from Tmprss6 KOmice, Tfr1
mRNA was also low. Conversely, despite body iron overload and high expression of Bmp6
in NPCs from Hjv KOmice, Tfr1mRNA and protein were increased. However, in the same

cells ferritin L was only slightly increased, but the iron content was not, suggesting that

Bmp6 in these cells reflects the high intracellular iron import and export. We propose that

NPCs, sensing the iron flux, not only increase hepcidin through Bmp6 with a paracrine

mechanism to control systemic iron homeostasis but, controlling hepcidin, they regulate

their own ferroportin, inducing iron retention or release and further modulating Bmp6 pro-

duction in an autocrine manner. This mechanism, that contributes to protect HC from iron

loading or deficiency, is lost in disease models of hepcidin production.
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Introduction
Hepcidin, the master regulator of iron metabolism, is a liver peptide hormone that negatively
regulates dietary iron absorption and iron release from macrophages by binding and degrading
of the sole cellular iron exporter ferroportin [1]. Although hepcidin activation is mediated by
both circulating and liver iron content, how these two signals govern hepcidin changes is not
fully clarified. The characterization of hemojuvelin (HJV), the protein mutated in type 2A he-
mochromatosis [2], as Bone Morphogenetic Protein (BMP)-coreceptor, functionally linked the
BMP-Sons of Mothers Against Decapentaplegic (SMAD) pathway to hepcidin and iron regula-
tion [3]. HJV selectively uses the BMP type II receptor ActRIIA [4], highly expressed in the
liver, and the type I receptors ALK2 and ALK3 [5]. In the presence of the ligand, constitutively
active type II receptor phosphorylates type I receptor, which phosphorylates SMAD1/5/8 pro-
teins (R-SMADs) that in turn interact with SMAD4. The resulting multiprotein complex trans-
locates to the nucleus to activate target genes [6]. Liver conditional inactivation of Smad4 [7]
or Alk3 [5] causes severe iron overload due to downregulation of hepcidin, similar to the phe-
notype of Hjv-/- [8,9] and Hamp-/- [10] mice, whereas liver specific deletion of Alk2 blunts the
response of hepcidin to increased iron levels [5].

BMPs are members of the transforming growth factor beta (TGF-beta) superfamily [11]. In
vitro several BMPs as BMP2, BMP4 and BMP6 activate hepcidin in the presence of HJV [12]. In
vivo, Bmp6 is the sole BMP that regulates hepcidin expression in mice. Bmp6 inactivation causes
severe iron overload due to strong hepcidin downregulation and ferroportin stabilization, a phe-
notype comparable to that ofHjv-/- mice [9], suggesting that Bmp2 and Bmp4 do not compensate
for the lack of Bmp6. Transcription of Bmp6 is suppressed in iron deficiency and upregulated in
iron overload [13]; this regulation is liver specific [14] and no other tissue modulates Bmp6 in re-
sponse to iron, in agreement with the central role of the liver in iron homeostasis.

The liver is composed by several cell types: parenchymal cells, essentially hepatocytes (HCs),
and non-parenchymal cells (NPCs). Among the latter Kupffer cells are resident macrophages
(constituting 80–90% of body tissue macrophages), sinusoidal endothelial cells (LSECs) have fil-
ter functions between blood and hepatocytes and high endocytic capacity for many ligands, he-
patic stellate cells (HSc), or Ito cells, localize between the sinusoids and HCs, and are involved in
liver fibrosis when activated [15]. Recently, NPCs (KCs, LSECs and HSc) were reported to ex-
press high levels of Bmp6 compared to HCs [16,17], suggesting that they play a role in hepcidin
regulation. Here we extend this observation analyzing Bmp6 expression in isolated liver cell pop-
ulations of wild type mice after changing the iron status by acute and chronic diets, and in dis-
ease models with opposite and pathological hepcidin levels: the iron loadedHjv-/- mice which
have low hepcidin, and the iron deficient Tmprss6-/- mice characterized by high hepcidin levels.
We demonstrate that Bmp6 is highly expressed in NPCs and that chronic changes in iron status
induced by diet modulate Bmp6 in all cell types according to their intracellular iron content that
is influenced by the hepcidin effect on their iron export capacity. However, in NPCs cells, charac-
terized by high ferroportin activity, Bmp6 expression is independent on cell iron content and
more related to their iron uptake and release. We also show that Bmp6 expression in LSECs is in-
dependent from HCs iron. In addition, in our in vivomodels Bmp6 increase both in parenchy-
mal and NPCs does not induce Tmprss6 transcription in HCs.

Experimental Procedures

Animal and diets
Wild type C57BL/6 male mice, obtained from Charles River, Tmprss6 KOmice on a mixed 129/
Ola X C57BL/6 background [18], andHjv KOmice on an inbred 129S6/SvEvTac background
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[9] were housed under a standard 12-hour light/dark cycle with water and chow ad libitum in a
pathogen-free animal facility of the San Raffaele Scientific Institute in accordance with the Euro-
pean Union guidelines. The study was approved by the Institutional Animal Care and Use Com-
mittee of the San Raffaele Scientific Institute (IACUC number: 514). Only male mice were
analyzed when 7–8 week old. To induce stable changes of the iron status, 4 week-old C57BL/6
male mice were fed an iron-balanced (IB; carbonile iron 200 mg/kg; SAFE), an iron-loaded (IL;
carbonile iron 8.3 g/kg; SAFE), or an iron-deficient diet (ID), with virtually no iron (< 3 mg
iron/kg; SAFE) for 3 weeks. To induce acute iron changes, C57BL/6 animals pretreated by 2
weeks ID diet to induce iron depletion, were administered 1 day an IB, ID or IL diet [19]. The an-
imals were anesthetized by isoflurane and were sacrificed by cervical dislocation. All efforts were
made to minimize suffering.3 Livers and spleens were snap-frozen for isolation of RNA or dried
for tissue iron content analysis. Liver cell populations were separated as described below.

Analysis of hematological and iron parameters
Hemoglobin (Hb) levels were determined using a Sysmex KX-21 automated blood cell analyser
(Sysmex America) from 0.2 mL of blood extracted by caudal puncture from anesthetized mice.
Iron parameters were analyzed as previously described [20]. Briefly, transferrin saturation was
calculated as the ratio of serum iron and total iron binding capacity levels, using The Total Iron
Binding Capacity Kit (Randox Laboratories Ltd.), according to the manufacturer’s instructions.

To measure liver (LIC) and spleen iron content (SIC) tissue samples were dried at 110°C
overnight, weighed, and digested in 1 mL of 3M HCl, 0.6M trichloroacetic acid for 20 hours at
65°C. The cleared acid extract was added to 1 mL of working chromogen reagent (1 volume of
0.1% bathophenanthroline sulfate and 1% thioglycolic acid solution, 5 volumes of water, and 5
volumes of saturated sodium acetate). The solutions were then incubated for 30 minutes at
room temperature until color development and the absorbance was measured at 535 nm. A
standard curve was plotted using the acid solution containing increasing amounts of iron dilut-
ed from a stock solution of Titrisol iron standard (Merck, Darmstadt, Germany) [20].

Liver cells separation
Liver cells were isolated according to Liu et al. [21] with some modifications. Briefly, mice were
anesthetized and sacrificed by cervical dislocation. All efforts were made to minimize suffer-
ing.3 Livers were perfused in situ through the inferior vena cava with 0.16 mg/mL collagenase
IV (Sigma-Aldrich) in an isosmotic saline solution after transection of the portal vein. After
perfusion, livers were removed, teased with scalpels and incubated for 10 min at 37°C in a shak-
ing water bath in a collagenase-solution containing DNase I. Cell suspensions were filtered
through a 100-μm and a 70-μm cell strainer. Single cell suspension was then centrifuge at 50g
for 3 min to pellet HCs. Cell pellet was washed three times with PBS containing 0.1% BSA and
supernatants (containing NPCs) were collected. HCs were further purified by centrifugation
on 10% Optiprep (1.06 g/mL) at 50 g for 10 min. NPCs were pelleted at 400 g for 10 min, resus-
pended in Optiprep 17.6% and stratified onto a 8.2% Optiprep. The cell fraction between the
interface of the 8.2 and 17.6% Optiprep was enriched in KCs and LSECs. Middle layers were
collected, cells were separated by centrifugation, and LSECs were isolated using MACS CD146
MicroBeads (Miltenyi Biotec). KCs were recovered from the flowthrough. Cell purity was vali-
dated by mRNA expression of specific genes: Tmprss6 for HCs, Cd146 for LSECs, and Cd45 for
KCs.
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Spleen macrophages separation
Mice were anesthetized and sacrificed by cervical dislocation. All efforts were made to mini-
mize suffering.3 Spleen was isolated and spleen capsule was punctured to send the spleen con-
tent out. Cells were resuspended in HBSS medium (Gibco Cell Colture, Portland, OR) and
centrifuge at 370g for 10 min. Cell pellet was resuspended in HBSS and incubated on ice with 8
volumes of NH4Cl for 10 min to lyse erythrocyte. After centrifugation at 370g for 10 min cell
pellet was resuspended in HBSS, stratified onto FBS (Gibco Cell Colture, Portland, OR) and
centrifuge at 370g for 10 min. Cell pellet was washed two times with PBS containing 0.5% BSA
and 2mM EDTA. To isolate spleen macrophage population, cells were incubated with MACS
anti-F4/80 biotin conjugated and pulled down with Streptavidin MicroBeads (Miltenyi Biotec).
F4/80 negative cells were further incubated with MACS CD11 MicroBeads (Miltenyi Biotec).

qRT-PCR
RNAs from isolated HCs were extracted using the guanidinium thiocyanate–phenol–chloroform
method (Trizol Reagent, Invitrogen), following the manufacturer’s (Invitrogen) recommenda-
tions. RNAs from isolated KCs, LSECs and spleen-derived cells were extracted using the RNeasy
mini kit (Qiagen), following manufacturer’s instructions. Total RNA (200 ng for KCs and LSECs
and 2 μg for HCs) was retro-transcribed to cDNA using the High Capacity cDNA Reverse Tran-
scription Kit (Applied Biosystem), according to the manufacturer's instructions. Gene expression
levels were measured by quantitative real-time PCR using TaqMan Gene Expression Master Mix
(Applied Biosystem). Primers used for qRT-PCR are listed in the S1 Table.

Western Blot analysis on liver cells
Liver cells were lysed in lysis buffer (200mM Tris-HCl [pH 8]; 1mM EDTA; 100mM NaCl;
10% glycerol; 0.5% NP-40) and proteins extracts were quantified using the Bio-Rad Protein
Assay (Bio-Rad) according to the manufacturer’s instructions. Fifty g of protein extracts were
re-suspended in Laemmli buffer, incubated 5 minutes at 95°C, loaded onto a 12% SDS-PAGE
and then transferred to Hybond C membrane (Amersham Bioscience Europe GmbH) by stan-
dard Western blot technique. Membrane were stained with Ponceau staining for protein quan-
tification and then blocked with 2% nonfat milk in TBS (0.5M Tris-HCl [pH 7.4] and 0.15M
NaCl) containing 0.1% Tween 20 (TBST). Blocked membranes were then incubated overnight
with anti-Tfr1 (1:2000; Zymed Laboratories. Inc., San Francisco) or with anti-FtL (1:1000;
Sigma-Aldrich). After washing with TBST, blots were incubated 1 hour with relevant HRP-
conjugated antisera in TBST with 2% nonfat milk and developed using a chemoluminescence
detection kit (ECL; Amersham Biosciences).

Electro mobility shift assay (EMSA)
EMSA was performed as already described [22]. Briefly, the 32P-labeled IRE probe was generat-
ed by in vitro transcription of the plasmid pSPT-Fer. Cell extracts (2 μg of total proteins) were
incubated with a molar excess of 32P-labeled IRE probe (100.000 cpm) in the presence or ab-
sence of 2% β-mercaptoethanol. Proteins were separated by non-denaturing polyacrylamide
gel electrophoresis and dried gels were exposed to autoradiography. Band intensity of the ex-
posed films was quantified by densitometry.

Quantification of cellular iron
The concentration of Iron in the different biological matrices examined was measured by in-
ductively coupled plasma mass spectrometry (ICP-MS) using a Perkin Elmer ELAN DRC II
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instrument (Perkin Elmer Sciex, Woodbridge, ON, Canada). The total quant technique analyti-
cal method, with external calibration using a dynamic reaction cell, was adopted. The coeffi-
cients of variation ranged from 4.5% to 7.6% among analytical series and from 5% to 10.5%
between the series. The instrument was calibrated using standard solution at a concentration
of 10 μg/L (Multielement ICP-MS Calibration Standard 3, Matrix per Volume: 5% HNO3 per
100 mL, Perkin Elmer Plus).

Each sample underwent two-fold determination. The accuracy of the method was calculated
in ultrapure water. Bovine liver standard reference materials (NIST 1640 and MS1577b, respec-
tively, National Institute of Standard and Technology, Gaithersburg, MD, USA) were used to
better approximate the results from biological matrices. It ranged between 86.5 and 88.5%. The
detection limit, determined on the basis of three standard deviations of the background signal,
was determined at 0.005 μg.

Statistical analysis
Data are presented as mean ± SE. Student’s t-test was used to calculate significance (P<0.05).

Results

Bmp6 is expressed mainly in NPCs and correlates with intracellular iron
content
To investigate Bmp6 expression under basal conditions, HCs, KCs and liver sinusoidal LSECs were
isolated from adult male mice as described in Material andMethods. HSCs were not included in
the analysis because of the low amount of cells we were able to purify from a single animal. The pu-
rity of the preparations was assessed by specific markers: Tmprss6 for HCs, Cd45 for KCs and
Cd146 for LSECs. HCs and LSECs expressed high levels of Tmprss6 (S1A Fig) and Cd146 (S1B
Fig), respectively, whereas Cd45 (S1C Fig) was predominantly expressed in KCs.Hampwas exclu-
sively expressed in HCs (Fig 1A), whereas Bmp6 was highly expressed in NPCs, mainly in LSECs
(Fig 1B). To investigate whether Bmp6 expression depends on cell iron content, we measured the
Iron Regulatory Proteins (IRPs)/Iron Responsive Elements (IRE) binding activity that directly cor-
relates to cell iron [23]. Alternatively we quantified Tfr1mRNA that is stabilized by IRPs in iron
deficiency and degraded in iron overload and thus indirectly estimates intracellular iron content
[23]. In all cell types, Bmp6 levels inversely correlated with both IRPs binding activity (Fig 1C) and
Tfr1 expression (Fig 1D). Since Tfr1 changes are easier to assess and more pronounced than
changes of IRPs activity, we used Tfr1 expression to investigate cells iron content in subsequent ex-
periments. Notably, ferroportin (Fpn) expression was low in HCs and high in NPCs, especially in
KCs (Fig 1E). The latter finding, considering the lower levels of IRPs binding activity in NPCs as
compared to HCs (Fig 1C), indicates that NPCs have a prevalent iron exporter functions.

Chronic dietary iron changes modulate Bmp6 in all cell types
Liver and spleen are iron storage organs able to accumulate or release iron according to body
needs. To investigate whether and how dietary iron changes modulate Bmp6 expression in liver
cells and in spleen macrophages, different cohorts of mice were fed an iron balanced (IB), iron
deficient (ID) or iron loaded (IL) diet for 3 weeks. Iron parameters changed as expected: LIC
(S2A Fig), SIC (S2B Fig) and transferrin saturation (TS, S2C Fig) were significantly increased
and decreased in IL- and ID-treated mice, respectively. Also Hb was significantly increased in
animals maintained an IL diet and decreased following an ID diet (S2D Fig). In HCs, Hamp
(S2E Fig), Inhibitor of differentiation 1 [Id1, a target of the Bmp-Smad pathway] (S2F Fig)
and Bmp6 (Fig 2A and S8 Fig) were transcriptionally modulated in the same direction of iron
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changes. Both KCs (Fig 2C) and LSECs (Fig 2E) upregulated Bmp6 expression in dietary iron
overload, while the opposite occurred in iron deficiency. In all cells (Fig 2B, 2D and 2F) Tfr1
was stabilized in iron deficiency and downregulated in iron overload. We concluded that in
wild type animals Bmp6 is regulated in all liver cell types, according to their intracellular iron
content, which reflects the difference between iron uptake and release. A similar regulation
does not occur in the spleen: total spleen (S3A Fig), spleen-derived macrophages, as F4/80+

(S3B Fig), Cd11b+ (S3C Fig) and F4/80- Cd11b- cells (S3D Fig), did not change Bmp6 expres-
sion following systemic iron variations.

Changes in hepcidin expression do not require a change in LSECs
Bmp6 expression in response to acute mild iron changes
To investigate the kinetic of Bmp6 response after acute dietary iron variation, mice were iron-
depleted by a low-iron diet for 2 weeks and maintained for 1 day the same diet (< 3 mg/kg
iron, defined as ID in Figs 3 and 4), or switched to a standard diet (200 mg/kg iron, defined as
IB in Figs 3 and 4) or to a rich iron diet (8.3 mg/kg iron, defined as IL in Figs 3 and 4).

Fig 1. Isolated liver cells characterization. Liver cells were isolated from 4–6 mice using the protocol reported in Experimental Procedures. Hepcidin
(Hamp, A), Bone Morphogenetic Protein 6 (Bmp6, B), Transferrin Receptor 1 (Tfr1, D) and ferroportin (Fpn, E) mRNA expression was quantified by
qRT-PCR relative to housekeeping Hprt1 gene. (C) Upper panel: IRE/IRP-binding activity of HCs, KCs and LSECs, expressed as percentage of total
activity. The plot refers to three independent experiments. Lower panel: IRE-IRPs electro mobility shift assay (EMSA). β-ME (beta-mercaptoethanol) was
used to evaluate the total binding activity. A representative experiment was shown. Error bars indicate SE. *: P<. 05; **: P<. 01; ***: P<. 001.

doi:10.1371/journal.pone.0122696.g001
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Fig 2. Bmp6 and Tfr1 expression in chronic dietary iron changes. Bmp6 (A, C, E) and Tfr1 (B, D, F) mRNA expression was evaluated by qRT-PCR in
isolated HCs (A, B), KCs (C, D) and LSECs (E, F) from 4–12 mice/group. mRNA expression ratio was normGalized relative to housekeeping Hprt1. Mean
control value of IB-treated mice was set to 1. Error bars indicate SE. *: P<. 05; **: P<. 01; ***: P<. 001; ns: not significant.

doi:10.1371/journal.pone.0122696.g002

Fig 3. Iron parameters in acute dietary iron changes. Transferrin saturation (TS, A) and non-heme liver (LIC, B) iron content were measured in mice (6–8/
group) treated by an iron deficient diet for two weeks and then challenged with 1 day ID (ID-1day), iron balanced (IB-1day) and iron loaded (IL-1 day) diets.
Hamp (C) expression was evaluated in HCs isolated from 4–7 mice/group.Hprt1was used as housekeeping gene. mRNA expression ratio was normalized
to control (ID-1 day) mean value set to 1. Error bars indicate SE. *: P<. 05; **: P<. 01; ***: P<. 001; ns: not significant.

doi:10.1371/journal.pone.0122696.g003
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1 day ID, standard (IB) or IL diet, according to described protocols [19]. Results after IL diet
were as expected: TS (Fig 3A), LIC (Fig 3B) andHamp (Fig 3C) were all increased, Bmp6 was
increased and Tfr1 mRNA decreased in all cell types (Fig 4). In animals switched to a standard
(IB) diet, the response of circulating and intracellular iron was uncoupled: TS was increased
(Fig 3A), whereas LIC (Fig 3B) was unchanged andHamp was only moderately increased
compared with animals maintained an ID diet (Fig 3C). HCs and KCs Bmp6 was concordant
withHamp and moderately increased in comparison with ID (Fig 4A and 4C). Remarkably,
LSECs Bmp6 remained low as in ID (Fig 4E).

Considering intracellular iron we observed a discrepancy between LIC and Tfr1mRNA:
although LIC was similar in IB and ID (Fig 3B), HCs Tfr1 was strongly induced only in ID
(Fig 4B) and downregulated in IB as well as in IL mice, which had the highest LIC (Fig 3B). This
observation suggests that a threshold of intracellular iron should likely be achieved to induce re-
duction of Tfr1 expression and that Tfr1mRNA is a better sensor of iron decrease than increase.

Fig 4. Bmp6 and Tfr1 expression levels in acute dietary iron changes. Bmp6 (A, C, E) and Tfr1 (B, D, F) mRNA expression was evaluated by qRT-PCR
in HCs (A, B), KCs (C, D) and LSECs (E, F) isolated from 4–7 mice/group. Hprt1was used as housekeeping gene. mRNA expression ratio was normalized to
control (ID-1 day) mean value set to 1. Error bars indicate SE. *: P<. 05; **: P<. 01; ***: P<. 001; ns: not significant.

doi:10.1371/journal.pone.0122696.g004
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KCs behaved as HCs: in IB Bmp6 was slightly upregulated (Fig 4C) and Tfr1mRNAmildly
decreased (Fig 4D) compared to ID mice. However, in LSECs both Bmp6 (Fig 4E) and Tfr1 ex-
pression (Fig 4F) were comparable between ID and IB mice, suggesting that, although iron ab-
sorption increases significantly when animals previously iron depleted are switched to 1 day IB
diet [19], this is not sufficient to activate Bmp6 in LSECs, the activation requiring higher iron
burden, as occurs in IL diet (Fig 4E).

Bmp6 regulation in the iron loaded Hjv KOmice
To investigate the regulation of Bmp6 in pathological iron overload, we analyzed Hjv KOmice,
characterized by severe iron overload with increased TS (S4A Fig) and LIC (S4B Fig and
[8,9]), due to inactivation of the Bmp6-coreceptorHjv that results in strongHamp reduction
(S4C Fig). Severe hepcidin insufficiency causes ferroportin stabilization and, although iron is
increased in the circulation and in the liver, the spleen is iron poor (S4D Fig) [8,9].

In Hjv KO HCs Bmp6mRNA was increased (Fig 5A and S8 Fig) and TfR1 expression was
suppressed (Fig 5B), compatible with high iron content, as demonstrated also by degradation
of Tfr1 protein (S5A Fig). Bmp6 was increased also in KCs and LSECs (Fig 5C and 5E). How-
ever, unlike HCs, TfR1 was up-regulated in NPCs both at mRNA (Fig 5D and 5F) and protein
levels (S5B and S5C Fig).

Fig 5. Bmp6 and Tfr1 expression inHjv KOmice. Bmp6 (A, C, E) and Tfr1 (B, D, F) mRNA expression was evaluated in liver cells isolated from 6–10 mice
by qRT-PCR, usingHprt1 as the referred housekeeping gene. mRNA expression ratio was normalized to control wild type (wt) mean value set to 1. Error
bars indicate SE. **: P<. 01; ***: P<. 001; ****: P<. 0001.

doi:10.1371/journal.pone.0122696.g005
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To determine the iron content inHjv KO liver cells populations, HCs, KCs and LSECs were
processed by inductively coupled plasma mass spectrometry (ICP-MS). HCs fromHjv KO
mice are severely iron loaded, as expected (Table 1). In contrast, iron levels in KCs and LSECs
are comparable to the iron replete wild type littermates (Table 1), likely because of their elevat-
ed iron export ability due to low hepcidin and ferroportin stabilization. To further investigate
the regulation of iron-related proteins in this model, we analyzed ferritin L (FtL) levels by
Western Blot analysis. FtL is strongly increased in Hjv KO HCs (S5A Fig) as expected due to
high iron levels. However FtL is increased also inHjv KO KCs and LSECs (S5B and S5C Fig),
which had intracellular iron comparable to wild type animals (Table 1).

Regulation of Bmp6 in the iron deficient Tmprss6 KOmice
The Tmprss6 KOmouse model is characterized by iron deficient anemia, as assessed by low he-
moglobin (data not shown), low LIC (S6A Fig), low TS (S6B Fig), due to hyperactivation of
the BMP-SMAD pathway [24] and inappropriately high hepcidin levels (S6C Fig and [18]).
Spleen iron of Tmprss6 KOmice is comparable with that of wild type littermates (S6D Fig),
thus inappropriate for its condition of iron deficiency.

In isolated HCs Bmp6 expression was low (Fig 6A) and TfR1 elevated (Fig 6B). However,
Tfr1 expression in KCs (Fig 6D) and LSECs (Fig 6F) was similar to wild type littermates, re-
flecting spleen iron content (S6D Fig) and compatible with iron retention due to high hepci-
din. Bmp6 in KCs (Fig 6C) and LSECs (Fig 6E) was significantly lower than in wild type cells,
as in HCs. In analogy with theHjv KOmodel but in opposite direction, these results suggest
that NPCs modulate Bmp6 in a way independent on their iron content, in this case reflecting
low iron uptake.

Tmprss6 expression is independent of Bmp6 expression
Recently Bmp6 was shown to be a positive regulator of Tmprss6 expression in mice treated
with prolonged iron rich diet [25]. Tmprss6 up-regulation was interpreted as a negative feed-
back mechanism to avoid excessive hepcidin production in response to iron increase [25]. We
took advantage of the analyzed models to investigate whether Bmp6 produced by HCs and/or
NPCs could play a role in the regulation of Tmprss6. As shown in S7 Fig, in our models we did
not observe a transcriptional activation of Tmprss6 in all high Bmp6 conditions, including die-
tary both chronic (S7A Fig) and acute (S7B Fig) and disease-associated (S7C Fig) iron over-
load. Only a trend toward a slight increase was observed in chronic IL diet.

Discussion
The liver hormone hepcidin controls systemic iron homeostasis in response to different sti-
muli, such as variations of total body iron, erythropoiesis expansion, hypoxia and inflamma-
tion. In response to iron increase, hepcidin is up-regulated by the BMP-SMAD signaling

Table 1. Total iron quantification in liver cells fromwild type andHjv KOmice.

HCs KCs LSECs

wild type 2.127±0.442 0.115±0.096 0.248±0.045

Hjv KO 125.639±87.937* 0.405±0.252ns 0.481±0.267ns

HCs: hepatocytes. KCs: kupffer cells. LSECs: liver sinusoidal endothelial cells.

*: Hjv KO vs wild type P = 0.036.
ns: Hjv KO vs wild type non significant.

doi:10.1371/journal.pone.0122696.t001
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pathway, activated by BMP6 and inhibited by the serine protease TMPRSS6 [26]. At the same
time iron regulates BMP6 expression in a homeostatic manner [13]. The orchestration of iron
metabolism by Bmp6 is a liver-specific function, since systemic iron changes do not modify
Bmp6 expression in other organs [14]. However, how Bmp6 expression is upregulated by iron
remains elusive and the specific contribution of the different liver cell types in Bmp6 regulation
in physiological and pathological conditions remains poorly understood.

In the present study we investigated the Bmp6 expression in isolated liver cells, in response
to physiological iron changes and in murine models of iron disorders. We also attempted to
compare cell iron content and Bmp6 expression in the different cell types. As a measure of iron
content we used Tfr1mRNA, since in basal conditions its transcriptional regulation corre-
sponds to the IRP1activity (Fig 1C) in the different cell types.

We confirm thatHamp expression in basal conditions is high although HCs Bmp6 is low,
compatible with a paracrine hepcidin stimulation by the elevated NPCs Bmp6, as previously
observed [27]. Interestingly, KCs and LSECs have lower IRP binding activity than HCs and ex-
press higher levels of ferroportin, findings compatible with an important function of iron ex-
porters. At variance with published data [27] we observed that Bmp6 changes are consensual to
systemic and intracellular iron in all liver cells, including HCs, when variations of the iron sta-
tus are stably induced by the chronic (3-weeks) diet. We propose that in steady state the

Fig 6. Bmp6 and Tfr1 expression in Tmprss6KOmice. Bmp6 (A, C, E) and Tfr1 (B, D, F) expression was measured in liver cells isolated from wild type
(wt) and Tmprss6 KOmice (4–6 mice/group) by qRT-PCR, usingHprt1 as housekeeping gene. mRNA expression ratio was normalized to wt mean value set
to 1. Error bars indicate SE. *: P<. 05; **: P<. 01; ns: not significant.

doi:10.1371/journal.pone.0122696.g006
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equilibrium is reached between iron uptake and hepcidin-mediated iron export and that Bmp6
expression reflects this equilibrium in all liver cells, including NPCs. We excluded that in the
same chronic conditions spleen macrophages participate to Bmp6 regulation, confirming the
central role of liver Bmp6 in hepcidin control.

Acute dietary iron changes in iron-depleted mice caused marked variations of Hamp and
Bmp6 in all liver cells only when animals were exposed to the iron-enriched (IL) diet. In IB-
treated ones TS increased but Bmp6 increase was mild in HCs and KCs and absent in LSECs,
that remain relatively iron free likely because of their rapid iron release. In the interpretation of
our results, the dynamics of iron uptake and release should be considered, the latter being
more important in NPCs than in HCs, because of their higher ferroportin expression. It should
also be noted that in the acute model of iron variation the effect of hepcidin on ferroportin is
not as evident as in chronic models.

In the 1-day diet, despite HCs iron and Bmp6 are both increased in IB-treated mice, LSECs
do not up-regulate Bmp6. Thus LSECs do not respond to acute and likely modest and transient
dietary iron changes.

A signal from HCs that drives Bmp6 activation in NPCs as been previously proposed [27].
Our results suggest that Bmp6 expression in LSECs increases only when circulating iron is sta-
bly high as in IL diet.

Disease models of iron overload (Hjv KO) and deficiency (Tmprss6 KO) are especially infor-
mative to define Bmp6 regulation. Since characterized by abnormal hepcidin response, oppo-
site to the physiological one, these models dissociate Bmp6 expression from hepcidin response.
Hjv KOmice have appropriately high Bmp6, as observed [19] but low hepcidin, and Tmprss6
KO have the opposite phenotype of high hepcidin and low Bmp6. In our hands the direct corre-
lation between iron (Tfr1mRNA) and Bmp6 is maintained in HCs, but not in NPCs whose
Tfr1 expression was similar to that of spleen macrophages. Although HCs have high (in case of
Hjv KO) or low (in case of Tmprss6 KO) iron content, KCs and LSECs show high Tfr1 in Hjv
KOmice, and low Tfr1 in Tmprss6 KO animals, while Bmp6 is upregulated in the former, and
downregulated in the latter in all liver cells examined. To clarify the discrepancy observed be-
tween Tfr1 and Bmp6 we measured Tfr1 and ferritin L protein and intracellular iron content in
isolated liver cells fromHjv KOmice, which showed the more striking discrepancy between
Tfr1 and Bmp6. We found that both Tfr1 and ferritin L proteins were increased in NPCs al-
though the iron content was not significantly different from wild type cells but strikingly lower
than HCs iron (Table 1). To reconcile these data with the high levels of Tfr1 we reasoned that
the iron taken up from the circulation is sequestered into ferritin and rapidly exported by Fpn
(not degraded by hepcidin), leaving low the labile iron pool. The effect of abnormal hepcidin
levels is quite evident in NPCs also in Tmprss6 KOmice. Since NPCs opposite to HCs, have
high ferroportin expression and considering the iron status of the models studied, is plausible
to conclude that Bmp6 expression in NPCs reflects their iron flux (high inHjv KO and low in
Tmprss6 KO).

It has been suggested that ferritin from HCs may act as a paracrine molecule to regulate
Bmp6 expression in LSECs [28]. Both HCs and NPCs regulate Bmp6 expression apparently in
response to changes of HCs iron, in chronic conditions. This has been proposed to require a
signal/cytokine to transmit information on the iron state from HCs to NPCs [27]. We favor a
different interpretation based on the following observations. First, a mild HCs iron increase in
acute dietary iron treatment does not activate Bmp6 in LSECs. Second, Fpn inactivation in
HCs, macrophages and duodenum, that leads to liver iron overload and decreases serum iron
and TS, does not increase, but even down-regulate, liver Bmp6 expression [29]. In this mouse
model, KCs are highly iron loaded, whereas HCs show only mild iron accumulation. However,
Bmp6 is downregulated in the total liver of these mice. These results agree with our model. In
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mice with conditional deletion of FpnHCs iron does not regulate Bmp6 expression that is low
despite the mild iron increase. Moreover this mice model is compatible with the concept that
iron flux (the uptake by Tfr1 and the export by ferroportin) regulates Bmp6 expression. With
conditional deletion of Fpn the uptake of iron is low because of low TS, and the export is
blocked because of Fpn inactivation.

We observe that NPCs Bmp6 is discrepant with iron content measured as Tfr1mRNA (or
protein) in several conditions. In the interpretation of the results, the higher ferroportin expres-
sion of NPCs in comparison with HCs should be considered. Our results are compatible with
the possibility that NPCs regulate Bmp6 expression sensing the iron flux, while Tfr1 reflects the
labile iron pool resulting from the uptake/release balance, the latter being highly dependent on
hepcidin itself and more evident when levels of hepcidin are stable in chronic conditions. This
would explain why Bmp6 is low in Tmprss6 KO (where iron uptake is minimal, but the release
is reduced by ferroportin degradation) and high inHjv KO, where the uptake is massive but
massive is also the export, due to the hepcidin deficiency. These disease models highlight the
physiological crosstalk of liver cells, because of their altered hepcidin response.

In conclusion we have strengthened the crosstalk among the different liver cell types and
showed a crucial role of NPCs in the modulation of Bmp6 both in physiological and pathologi-
cal conditions. Although HCs are able to increase Bmp6 in iron overload, the major contribu-
tion is provided by the high Bmp6-expressing NPCs, especially LSECs, likely because they are
in direct contact with the circulation and may behave as a liver iron sensor. Increasing hepcidin
through Bmp6, they contribute not only to systemic, but also to local iron regulation, withhold-
ing iron, as a possible protective mechanism of HCs (Fig 7). InHjv KOmodel Bmp6 produc-
tion persists, but lack of hepcidin response abolishes the protective effect of LSECs and KCs on
HCs iron loading. In Tmprss6 KOmice Bmp6 expression is low, irrespective of the relatively
high iron content of NPCs that is determined by the high hepcidin levels. This iron sequestra-
tion contributes to worsen systemic and HCs iron deficiency, as illustrated in Fig 7.

We have uncovered a previously unrecognized mechanism of controlled storage and release
of iron by NPCs: the positive feedback between Bmp6 expression in these cells and ferroportin
degradation by the induced hepcidin would allow these cells to accumulate iron for later needs
and at the same time to protect HCs from iron overload.

Supporting Information
S1 Fig. Isolated liver cells characterization. Liver cells were isolated from 4 mice. Tmprss6
(A), Cd146 (B) and Cd45 (C) mRNA expression was quantified by qRT-PCR relative to house-
keeping Hprt1mRNA to evaluate the purity of HCs, KCs and LSECs, respectively. Error bars
indicate SE. �: P<. 05; ��: P<. 01; ���: P<. 001.
(TIFF)

S2 Fig. Iron parameters and hepatocyte iron-related genes in chronic dietary iron changes.
Mice were fed an iron balanced (IB), iron deficient (ID) and iron loading (IL) diet for 3 weeks
(6–8 mice/group). Non-heme liver (LIC, A), spleen (SIC, B) iron content, transferrin satura-
tion (TS, C) and hemoglobin levels (Hb,D) are shown. In isolated hepatocytes hepcidin
(Hamp) and Id1mRNA expression was quantified by qRT-PCR relative to housekeeping

Fig 7. Proposedmodel of the crosstalk betweenBmp6-producing NPCs and hepcidin-producing HCs in different conditions. (1)NPC iron entry; (2)
Bmp6 production; (3) Bmp6-mediated activation of the BMPR-Hjv complex and hepcidin production; (4) hepcidin-mediated degradation of ferroportin; (5) HC
iron entry. The thickness of solid lines and arrows is proportional to the amount of iron, Bmp6, ferroportin and hepcidin. The dotted line indicates inhibition of
the pathway. HC: hepatocyte; NPCs: non parenchymal cells (Kupffer cells and sinusoidal endothelial cells); Hamp: hepcidin; BMPR: Bone Morphogenetic
Protein Receptor; Hjv: hemojuvelin; Fpn: ferroportin.

doi:10.1371/journal.pone.0122696.g007
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Hprt1 gene. mRNA expression ratio was normalized setting control (IB) mean value to 1. Error
bars indicate SE. �: P<. 05; ��: P<. 01; ���: P<. 001.
(TIFF)

S3 Fig. Bmp6 expression in total spleen and spleen-derived cells. Spleen and spleen-derived
cells were isolated from mice maintained an iron balanced (IB), iron deficient (ID) and iron
loading (IL) diet for 3 weeks. Bmp6 expression from total spleen (A, 3–4 mice), from F4/80+

cells (B, 6 mice), from Cd11b+ cells (C, 6 mice) and from negative fractions (D, 6 mice) was
quantified by qRT-PCR relative toHprt1 as the housekeeping gene. Error bars indicate SE. ns:
not significant.
(TIFF)

S4 Fig. Iron parameters and hepcidin levels inHjv KOmice. Transferrin saturation (TS, A),
non-heme sliver iron content (LIC, B) and non-heme spleen iron content (SIC,D) were mea-
sured in wild type (wt) and Hjv KO animals (4 mice/group). In isolated HCs, hepcidin (Hamp,
C) expression was measured by qRT-PCR, usingHprt1 as housekeeping gene and mRNA ex-
pression ratio was normalized to control (wt) mean values set to 1. Error bars indicate SE. �:
P<. 05; ��: P<. 01; ���: P<. 001.
(TIFF)

S5 Fig. Tfr1 and FtL protein levels in cells isolated fromHjv KOmice.HCs (A), KCs (B)
and LSECs (C) were isolated from wild type (wt) and Hjv KO mice. Cells were lysed in Lysis
Buffer as described in Material and Methods and protein extracts were loaded onto a 12% SDS
PAGE and processed for Western Blot analysis. Anti-Tfr1 and anti-FtL Ab were used to detect
endogenous Tfr1 and FtL respectively. Equal protein transfer were verified by Ponceau stain-
ing.
(TIFF)

S6 Fig. Iron parameters and hepcidin levels in Tmprss6 KOmice.Non-heme liver (LIC, A)
and spleen (SIC,D) iron content and transferrin saturation (TS, B) in wild type (wt) and
Tmprss6 KOmice (4–6 mice/group). Hepcidin mRNA expression (Hamp, C) was evaluated in
isolated HCs by qRT-PCR relative to the housekeepingHprt1 gene. mRNA expression was nor-
malized to control (wt) mean values set to 1. Error bars indicate SE. �: P<. 05; ��: P<. 01; ns:
not significant.
(TIFF)

S7 Fig. Hepatocytes Tmprss6 expression in iron-loading and iron deficient conditions.
Tmprss6 expression was measured by qRT-PCR in HCs isolated from: A) mice maintained 3
weeks an iron balanced (IB), iron deficient (ID) and iron loading (IL) diet (6 mice/ group).
mRNA expression ratio was normalized to a control (IB) mean values set to 1. B) mice main-
tained 2 weeks an ID diet and then treated with 1 day ID (ID-1 day), IB (IB-1 day), IL (IL-1
day) diet (4 mice/group). C) wild type (wt) andHjv KOmice (4 mice/group). Hprt1 was used
as housekeeping gene for mRNA quantification. Error bars indicate SE. ns: not significant.
(TIFF)

S8 Fig. Bmp6 and Tfr1 expression. Bmp6 (A, C, E) and Tfr1 (B,D, F) expression were assessed
by qRT-PCR in liver cells population from C57BL/6, maintained a 3 weeks iron balanced (IB),
iron deficient (ID) and iron loading (IL) diets (A, B),Hjv KOmice (C,D) and Tmprss6 KO an-
imals (E, F) male mice. Hprt1 was used as housekeeping gene for mRNA quantification. Error
bars indicate SE.
(TIFF)

Bmp6 Expression in Liver Cell Populations

PLOS ONE | DOI:10.1371/journal.pone.0122696 April 10, 2015 15 / 17

http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0122696.s003
http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0122696.s004
http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0122696.s005
http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0122696.s006
http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0122696.s007
http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0122696.s008


S1 Table. Oligonucleotides used for qRT-PCR.
(DOCX)

Acknowledgments
We wish to thank Carlos Lopez-Otin (University of Oviedo, Oviedo, Spain) and Nancy An-
drews (Duke University, Durham, NS) for the gift of Tmprss6 KO andHjv KOmice, respective-
ly. This work was partially supported by “Telethon Fondazione Onlus” Grant GGP12025,
Ministero Sanità, MIUR-PRIN (Progetto di Rilevante Interesse Nazionale) 2010–2011 and
Ricerca Finalizzata RF-2010-2312048 to CC. The funders had no role in study design, data col-
lection and analysis, decision to publish, or preparation of the manuscript.

Author Contributions
Conceived and designed the experiments: LS CC. Performed the experiments: LS MR AP AN
ACMEG. Analyzed the data: LS MR. Contributed reagents/materials/analysis tools: PA. Wrote
the paper: LS CC.

References
1. Nemeth E, Tuttle MS, Powelson J, Vaughn MB, Donovan A, Ward DM, et al. (2004) Hepcidin regulates

cellular iron efflux by binding to ferroportin and inducing its internalization. Science 306: 2090–2093.
PMID: 15514116

2. Papanikolaou G, Samuels ME, Ludwig EH, MacDonald ML, Franchini PL, Dube MP, et al. (2004) Muta-
tions in HFE2 cause iron overload in chromosome 1q-linked juvenile hemochromatosis. Nature genet-
ics 36: 77–82. PMID: 14647275

3. Babitt JL, Huang FW,Wrighting DM, Xia Y, Sidis Y, Samad TA, et al. (2006) Bone morphogenetic pro-
tein signaling by hemojuvelin regulates hepcidin expression. Nature genetics 38: 531–539. PMID:
16604073

4. Xia Y, Yu PB, Sidis Y, Beppu H, Bloch KD, Schneyer AL, et al. (2007) Repulsive guidance molecule
RGMa alters utilization of bone morphogenetic protein (BMP) type II receptors by BMP2 and BMP4.
The Journal of biological chemistry 282: 18129–18140. PMID: 17472960

5. Steinbicker AU, Bartnikas TB, Lohmeyer LK, Leyton P, Mayeur C, Kao SM, et al. (2011) Perturbation of
hepcidin expression by BMP type I receptor deletion induces iron overload in mice. Blood 118: 4224–
4230. doi: 10.1182/blood-2011-03-339952 PMID: 21841161

6. Nohe A, Keating E, Knaus P, Petersen NO (2004) Signal transduction of bone morphogenetic protein
receptors. Cellular signalling 16: 291–299. PMID: 14687659

7. Wang RH, Li C, Xu X, Zheng Y, Xiao C, Zerfas P, et al. (2005) A role of SMAD4 in iron metabolism
through the positive regulation of hepcidin expression. Cell metabolism 2: 399–409. PMID: 16330325

8. Niederkofler V, Salie R, Arber S (2005) Hemojuvelin is essential for dietary iron sensing, and its muta-
tion leads to severe iron overload. The Journal of clinical investigation 115: 2180–2186. PMID:
16075058

9. Huang FW, Pinkus JL, Pinkus GS, Fleming MD, Andrews NC (2005) A mouse model of juvenile hemo-
chromatosis. The Journal of clinical investigation 115: 2187–2191. PMID: 16075059

10. Nicolas G, Bennoun M, Devaux I, Beaumont C, Grandchamp B, Kahn A, et al. (2001) Lack of hepcidin
gene expression and severe tissue iron overload in upstream stimulatory factor 2 (USF2) knockout
mice. Proceedings of the National Academy of Sciences of the United States of America 98: 8780–
8785. PMID: 11447267

11. Bragdon B, Moseychuk O, Saldanha S, King D, Julian J, Nohe A (2011) Bone morphogenetic proteins:
a critical review. Cellular signalling 23: 609–620. doi: 10.1016/j.cellsig.2010.10.003 PMID: 20959140

12. Xia Y, Babitt JL, Sidis Y, Chung RT, Lin HY (2008) Hemojuvelin regulates hepcidin expression via a se-
lective subset of BMP ligands and receptors independently of neogenin. Blood 111: 5195–5204. doi:
10.1182/blood-2007-09-111567 PMID: 18326817

13. Kautz L, Meynard D, Monnier A, Darnaud V, Bouvet R, Wang RH, et al. (2008) Iron regulates phosphor-
ylation of Smad1/5/8 and gene expression of Bmp6, Smad7, Id1, and Atoh8 in the mouse liver. Blood
112: 1503–1509. doi: 10.1182/blood-2008-03-143354 PMID: 18539898

Bmp6 Expression in Liver Cell Populations

PLOS ONE | DOI:10.1371/journal.pone.0122696 April 10, 2015 16 / 17

http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0122696.s009
http://www.ncbi.nlm.nih.gov/pubmed/15514116
http://www.ncbi.nlm.nih.gov/pubmed/14647275
http://www.ncbi.nlm.nih.gov/pubmed/16604073
http://www.ncbi.nlm.nih.gov/pubmed/17472960
http://dx.doi.org/10.1182/blood-2011-03-339952
http://www.ncbi.nlm.nih.gov/pubmed/21841161
http://www.ncbi.nlm.nih.gov/pubmed/14687659
http://www.ncbi.nlm.nih.gov/pubmed/16330325
http://www.ncbi.nlm.nih.gov/pubmed/16075058
http://www.ncbi.nlm.nih.gov/pubmed/16075059
http://www.ncbi.nlm.nih.gov/pubmed/11447267
http://dx.doi.org/10.1016/j.cellsig.2010.10.003
http://www.ncbi.nlm.nih.gov/pubmed/20959140
http://dx.doi.org/10.1182/blood-2007-09-111567
http://www.ncbi.nlm.nih.gov/pubmed/18326817
http://dx.doi.org/10.1182/blood-2008-03-143354
http://www.ncbi.nlm.nih.gov/pubmed/18539898


14. Kautz L, Besson-Fournier C, Meynard D, Latour C, Roth MP, Coppin H (2011) Iron overload induces
BMP6 expression in the liver but not in the duodenum. Haematologica 96: 199–203. doi: 10.3324/
haematol.2010.031963 PMID: 20952515

15. Yin C, Evason KJ, Asahina K, Stainier DY (2013) Hepatic stellate cells in liver development, regenera-
tion, and cancer. The Journal of clinical investigation 123: 1902–1910. doi: 10.1172/JCI66369 PMID:
23635788

16. Knittel T, Fellmer P, Muller L, Ramadori G (1997) Bone morphogenetic protein-6 is expressed in non-
parenchymal liver cells and upregulated by transforming growth factor-beta 1. Experimental cell re-
search 232: 263–269. PMID: 9168801

17. Zhang AS, Anderson SA, Wang J, Yang F, DeMaster K, Ahmed R, et al. (2011) Suppression of hepatic
hepcidin expression in response to acute iron deprivation is associated with an increase of matriptase-
2 protein. Blood 117: 1687–1699. doi: 10.1182/blood-2010-06-287292 PMID: 21115976

18. Folgueras AR, de Lara FM, Pendas AM, Garabaya C, Rodriguez F, Astudillo A, et al. (2008) Mem-
brane-bound serine protease matriptase-2 (Tmprss6) is an essential regulator of iron homeostasis.
Blood 112: 2539–2545. doi: 10.1182/blood-2008-04-149773 PMID: 18523150

19. Ramos E, Kautz L, Rodriguez R, Hansen M, Gabayan V, Ginzburg Y, et al. (2011) Evidence for distinct
pathways of hepcidin regulation by acute and chronic iron loading in mice. Hepatology 53: 1333–1341.
doi: 10.1002/hep.24178 PMID: 21480335

20. Pagani A, Nai A, Corna G, Bosurgi L, Rovere-Querini P, Camaschella C, et al. (2011) Low hepcidin ac-
counts for the proinflammatory status associated with iron deficiency. Blood 118: 736–746. doi: 10.
1182/blood-2011-02-337212 PMID: 21628413

21. Liu W, Hou Y, Chen H, Wei H, Lin W, Li J, et al. (2011) Sample preparation method for isolation of sin-
gle-cell types frommouse liver for proteomic studies. Proteomics 11: 3556–3564. doi: 10.1002/pmic.
201100157 PMID: 21751380

22. Campanella A, Levi S, Cairo G, Biasiotto G, Arosio P (2004) Blotting analysis of native IRP1: a novel
approach to distinguish the different forms of IRP1 in cells and tissues. Biochemistry 43: 195–204.
PMID: 14705945

23. Rouault TA (2006) The role of iron regulatory proteins in mammalian iron homeostasis and disease. Na-
ture chemical biology 2: 406–414. PMID: 16850017

24. Riba M, Rausa M, Sorosina M, Cittaro D, Garcia Manteiga JM, Nai A, et al. (2013) A strong anti-inflam-
matory signature revealed by liver transcription profiling of Tmprss6-/- mice. PloS one 8: e69694. doi:
10.1371/journal.pone.0069694 PMID: 23922777

25. Meynard D, Vaja V, Sun CC, Corradini E, Chen S, Lopez-Otin C, et al. (2011) Regulation of TMPRSS6
by BMP6 and iron in human cells and mice. Blood 118: 747–756. doi: 10.1182/blood-2011-04-348698
PMID: 21622652

26. Hentze MW, Muckenthaler MU, Galy B, Camaschella C (2010) Two to tango: regulation of Mammalian
iron metabolism. Cell 142: 24–38. doi: 10.1016/j.cell.2010.06.028 PMID: 20603012

27. Enns CA, Ahmed R, Wang J, Ueno A, Worthen C, Tsukamoto H, et al. (2013) Increased iron loading in-
duces Bmp6 expression in the non-parenchymal cells of the liver independent of the BMP-signaling
pathway. PloS one 8: e60534. doi: 10.1371/journal.pone.0060534 PMID: 23565256

28. Feng Q, Migas MC, Waheed A, Britton RS, Fleming RE (2012) Ferritin upregulates hepatic expression
of bone morphogenetic protein 6 and hepcidin in mice. American journal of physiology Gastrointestinal
and liver physiology 302: G1397–1404. doi: 10.1152/ajpgi.00020.2012 PMID: 22517766

29. Zhang Z, Guo X, Herrera C, Tao Y, Wu Q, Wu A, et al. (2014) Bmp6 expression can be regulated inde-
pendently of liver iron in mice. PloS one 9: e84906. doi: 10.1371/journal.pone.0084906 PMID:
24454764

Bmp6 Expression in Liver Cell Populations

PLOS ONE | DOI:10.1371/journal.pone.0122696 April 10, 2015 17 / 17

http://dx.doi.org/10.3324/haematol.2010.031963
http://dx.doi.org/10.3324/haematol.2010.031963
http://www.ncbi.nlm.nih.gov/pubmed/20952515
http://dx.doi.org/10.1172/JCI66369
http://www.ncbi.nlm.nih.gov/pubmed/23635788
http://www.ncbi.nlm.nih.gov/pubmed/9168801
http://dx.doi.org/10.1182/blood-2010-06-287292
http://www.ncbi.nlm.nih.gov/pubmed/21115976
http://dx.doi.org/10.1182/blood-2008-04-149773
http://www.ncbi.nlm.nih.gov/pubmed/18523150
http://dx.doi.org/10.1002/hep.24178
http://www.ncbi.nlm.nih.gov/pubmed/21480335
http://dx.doi.org/10.1182/blood-2011-02-337212
http://dx.doi.org/10.1182/blood-2011-02-337212
http://www.ncbi.nlm.nih.gov/pubmed/21628413
http://dx.doi.org/10.1002/pmic.201100157
http://dx.doi.org/10.1002/pmic.201100157
http://www.ncbi.nlm.nih.gov/pubmed/21751380
http://www.ncbi.nlm.nih.gov/pubmed/14705945
http://www.ncbi.nlm.nih.gov/pubmed/16850017
http://dx.doi.org/10.1371/journal.pone.0069694
http://www.ncbi.nlm.nih.gov/pubmed/23922777
http://dx.doi.org/10.1182/blood-2011-04-348698
http://www.ncbi.nlm.nih.gov/pubmed/21622652
http://dx.doi.org/10.1016/j.cell.2010.06.028
http://www.ncbi.nlm.nih.gov/pubmed/20603012
http://dx.doi.org/10.1371/journal.pone.0060534
http://www.ncbi.nlm.nih.gov/pubmed/23565256
http://dx.doi.org/10.1152/ajpgi.00020.2012
http://www.ncbi.nlm.nih.gov/pubmed/22517766
http://dx.doi.org/10.1371/journal.pone.0084906
http://www.ncbi.nlm.nih.gov/pubmed/24454764


<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /CMYK
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV (Za stvaranje Adobe PDF dokumenata najpogodnijih za visokokvalitetni ispis prije tiskanja koristite ove postavke.  Stvoreni PDF dokumenti mogu se otvoriti Acrobat i Adobe Reader 5.0 i kasnijim verzijama.)
    /HUN <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


