Table S4. Comparison of the nature of base substitutions in the Vy3-23
genes between NBS patients and the controls (age 1-8 years)

NBS (% of 829 mutations)

To: T C A G Total Corrected
From:

T / 6.8 33 3.6 13.6)* 164)*

C 112 / 3.6 7.0 21.8 22.1

A 64 5.1 / 11.7 232 279

G 37 16.61** 21.0 / 4141* 33.61*

Total 214 28.5 279 223 100

G vs. C mutation ratio 191*

Transversions (at G) 49.3% (20.4% 1 **)

Controls II (% of 808 mutations)

To: T C A G Total Corrected
From:

T / 7.7 43 53 173 20.6

C 132 / 30 8.9 25.1 25.0

A 59 4.7 / 110 21.7 25.7

G 32 120 20.7 / 359 28.7

Total 224 24 4 28.0 252 100

G vs. C mutation ratio 14

Transversions (at G) 47.4% (15.2%)




