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[bookmark: _GoBack]S4 Fig. Taxonomy assignment of NR hits by MEGAN method. (a) Taxonomy assignment of NR hits by MEGAN at different ranks and their distribution in different ranks. 68% of all the Z7 and Z8 metagenomic reads was totally assigned at different level. (b) Distribution of dominant phyla in Z7 and Z8 metagenomes analyzed by MEGAN from NR hits (only phyla with ≥0.1% abundance in Z7 and Z8 metagenomes were shown in the figure).
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