Bisulfite Sequencing PCR (BSP) verification of MeDIP-chip data
  BSP approach was implemented to validate the methylation status of 5 gene promoters detected by MeDIP-chip. Briefly, 1 μg of genome DNA from each sample was bisulfite converted. Primers for BSP were designed by MethPrimer  (http://www.urogene.org/methprimer/index1.html) [1] and listed below. The bisulfite conversion products were amplified using the following PCR program: 94℃ for 4 min, followed by 35 cycles of 94℃ for 30 sec, 55℃ for 30 sec, 72℃ for 30 sec and then extension at 72℃ for 10 min. Then, bisulfite PCR products were cloned into a T vector (TaKaRa, Japan) after purification, and 30 clones were selected for further Sanger sequencing for each gene. The promoter methylation status of Mbp, Slc7a1, Uox, Cdkl1 and Cdx2 were examined by BSP. 


	Primers for BSP
	Forward (5' to 3')
	Reverse (5' to 3')

	Mbp
	GGGGTGTTTATTTAGTTGATTTAGG
	ATAATACCATCACATCCAAACCTTC

	Slc7a1
	 TTGGGTTAGTGGTGTTTAATTTTTT
	AAATCATAACCCCTTTACAAATCAC

	Uox-1
	TTTTTGTTGAGATGATATGTGTGTGT
	TCTATAATAACCCCCAAAAAAACCT

	Uox-2
	GAGGTTTTTTTGGGGGTTATTATAG
	ACAAAAAATAACAACCCAACCTCTA

	Cdkl1
	GTAGGGTTAGGGATTTTGTTAGGTT
	AATCTCATTTCCCTCTAAAAAAAA

	Cdx2
	TAAAGTGTATTTAGGTTGGAAGGAG
	AACACAAACACCAATAACTAAAAAC
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