Table S1. Decontamination of valid sequencing data

	Sample ID
	Clean reads
	Contaminated reads
	Reserved reads
	Reserved bases (bp)

	Bpis1
	46,596,993
	1,543,401
	45,053,592
	13,516,077,600

	Bpis2
	47,967,229
	1,589,643
	46,377,586
	13,913,275,800


