NP_588270.3 1 80
AK222187 1 g0
AF479280 1 R B0
NP_58B270.3 61 120
AK222187 &1 120
AF479280 &1 120
NP_588270.3 121 120
AK222187 121 180
AF479280 121 180
NP_588270.3 181 240
AK222187 121 240
AF479280 121 T 240
NP_588270.3 24 300
AK222187 24 300
AF479280 241 300
NP_58B270.3 301 380
AK222187 301 380
AF479280 301 380
NP_588270.3 361 490
AK222187 361 490
AF479280 361 a0
NP_58B270.3 421 480
AK222187 421 480
AF479280 421 480
NP_58B270.3 421 540
AK222187 421 540
AF479280 431 FUTE 540
NP_588270.3 541 c 06
AK222187 541 596
AF479280 54 800
NP_58B270.3 507 B56
AK222187 507 B56
AF479280 B01 B60
NP_588270.3 857 716
AK222187 857 716
AF479280 B61 P 720
NP_588270.3 71T 776
AK222187 717 776
AF479280 721 780
NP_588270.3  TTT B25
AK222187 77T B25
AF479280 781 820

Figure S3. Alignment of predicted SEC10a and SEC10b protein sequences.

An alignment of predicted protein sequences of the AK222187 cDNA (SEC10a), AF479280 cDNA (SEC10b), and a
conceptual protein NP_568270.3 based on the reference cDNA sequence NM_121275.4, corresponding to
SEC10a by its coding sequence.



