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Figure S2. A hypothetical gene used in simulations. The length of the skipping exon (red) is 60 bp and the lengths of the two shared exons (green) are 1200 bp and 600 bp respectively. 
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 denote the isoform abundances under condition 1 (50 million reads in total); 
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 and 
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 denote the isoform abundances under condition 2 (55 million reads in total).
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