Table S1. Proteins identified by MUDPIT in Gis2-TAP eluates

Protein Spectral Counts Sequence Coverage (%)
RpI22A 274 47.1
Rpl4A/B* 245 459
Pabl 226 579
Ded1* 183 57.8
Tdh3* 173 54.5
Tdh2 166 452
Rps17A/B 136 544
RpS7A/B* 98 43.7
Rpl43A/B 98 43.5
elF4G1 96 38.7
Gis2 94 804
Ssb2* 81 529
RpS4A/B 81 39.8
Ssb1* 80 529
Imd3 79 400
Rps16A/B 74 60.1
Xrnl 66 22.5
Ssa2* 65 509
Rps19A/B* 64 48.6
Rpl7A/B* 64 414
Imd4 63 36.6
Imd2 57 28.7
Ssal* 55 41.9
Rps13* 53 43.7
elF4G2 53 35.0
RpI35A/B 51 31.7
Rpl17A/B* 48 47.8
Rpl13A/B 48 43.7
RpISA/B 47 48.8
Rpl3* 45 313
Ssdl 44 253
Rps1A/B 42 51.0
RpI20A/B 42 442
elF4E 42 44.1
Rps26A* 39 26.9
Rpl14A/B 38 32.6
Pwpl 38 50.0
Ssel* 38 29.1
Rpl28 38 22.1
Rps25A/B 37 39.8
RpI26A/B 36 56.0
RpS22A/B 36 46.9




Nop56 36 31.5
Eno2* 34 42.6
Dbp2 34 30.8
Cdc19* 34 30.8
Rps8A/B 31 46.5
Rpl31A/B 39 46.0
Rps2 39 40.2
Rps6A/B* 36 40.7
Rpl16A/B 32 41.7
Rps24A/B* 31 44 4
Eapl 31 37.7
Sro9 31 26.5
Ubp3 31 259
Npl3 30 23.2
Rpl15A 29 324
Pgk1* 28 45.7
Stm1 28 432
Nop58 28 24.1
EF-1o* 28 19.2
Sbpl 27 45.6
Rpp0O 27 29.8
Sui3 26 43.5
Gpml* 26 372
Rpl6A/B 25 41.5
Rpl5 25 404
Rpl2A/B* 25 39.8
Rpa49 25 323
Mis1 25 13.1
Rps5 24 39.1
Rpl19A/B* 23 34.9
Rpl11A/B 23 31.6
Pdcl 23 29.5
Pspl 23 22.1
Rps14A/B* 22 48.9
Adhl 22 26.7
Vipl 22 16.1
Nopl 21 394
Rps9A/B 21 34.9
Rps3 20 50.8
Rpl36A/B 20 42.0
Rpl9A/B 20 29.3
Trml 20 233
Pbpl 20 21.7
Rpl10* 19 38.0
Nsrl 19 37.4




Rpl1A/B 19 359
Yral 19 27.9
EF-2 (Eft1/Eft2) 19 16.5
Rpl25 18 472
Rps30A/B 18 429
Pat1 18 19.5
Sypl 17 14.1
Ura2 16 6.7

Rpl12A/B 15 46.7
Rps23A/B 15 324
Rpl18A/B 15 26.3
Nop53 15 17.1
Rrp5 15 8.8

*common contaminant of TAP purifications [29]




