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XP_001351561 . 1           PQF LRWF EEWAEE FCR I KK I KLGKVKEACR - - DDSKKL - YCSHNGYDCTKT I RNKD I LSDNPKCTGCSVKCKVYELWLRNQRNE F EKQKKKY -  c y s 2  
AAN35605 . 1           PQF LRWF TEWAEE FCR I RK I KLGKVKNECR - - GETSGKRYCSGDGYDCTKTD I SRN I FYMDLDCPRCEEECRKYDEW I ENKENELDKQKNKY -  c y s 2  
AAN36089 . 1           PQF LRWF EEWAEE FCR I KK I KLENVKNACR - - DEKKRK - YCSLNGFDCTQT I WKKKVFGRGNDCTNCSFKCFPYE I WLGNQREAFRKQKEKY -  c y s 2  
AAQ73923 . 1                    PQF LRWFDEWAEE FCRRNK I K I DKTKEECR - - GGNNGK - NCSREGYDCKRTDLGNN I I FMDLECPNCADACKMYNRW I ENKKSE FNKQKQKY -  c y s 2  
AAQ73925 . 1                    PQF LRWFNEWAEDFCR I KN I K I EHVTKTCT - - GESNNK - HCSREGYDCKRTDLKKNE I FMDLECPRCEEECTSYNEWLKKKEGE FNKQKKKY -  c y s 2  
AAQ73927 . 1                    PQF LRWFNEWAEE FCRVREHKLKK I KEACR - - GGNNKK - ECSKEGYDCKKTN I KRNE I FVDLDCPRCEEECTSYNEWLKKKEGE FNKQNNKY -  c y s 2  
AAQ73928 . 1                    PQF LRWFDEWADDFCR I RNHKLQKVKEACR - - DERRGK - YCSLNGFDCTQT I WKKGVLHWSNECTDCSVKCNLYE I WLGNQREAFRKQKEKY -  c y s 2  
ABM88753 . 1                    PQYLRWFQEWAEDFCR I KK I KLELAKKACR - - DESSKL - YCSHNGYDCTKR I EKGKSCSRDSKCTECSTKC I PYEYWLEKQQNE FNMQKDKY -  c y s 4  
ABM88754 . 1                    PQF LRWF EEWAEE FCRKKK I KLGNVKKACR - - DESSKL - YCSHNGYDCTQT I RNKD I C I RESKCTDCSTKCKLYELWLEKQENE FKKQTKKY -  c y s 2  
ABM88780 . 1                    PQF LRWFNEWAEE FCR I RK I K I DKTKEEC I - - GENNGK - NCSREGYDCNKTNLKLNE I FVDLDCPRCEKACTSYNEW I ENKKKE FKKQKRKY -  c y s 2  
ABM88781 . 1                    PQYLRWF EEWAEDFCRKRN I KLKSAKNACR - - NESKQL - YCSHNGYDCTKR I EKGKSCSRDSKCTECSTKC I PYEYWLEKQQNE FNMQKDKY -  c y s 4  
ABM88782 . 1                    PQF LRWFDEWSEDFCR I KK I KLGRVKKACR - - DESSKL - YCSHNGYDCTKT I RNKD I C I RESKCTGCLVKCNPYE I WLENQRKE FDKQKEKY -  c y s 2  
ABM88783 . 1                    PQF LRWYDEWAEE FCR I RK I K I EN I KKVCR - - DESNE I - YCSGDGHDCTQTNLSHNQ I FVDLDCPRCQDQC I KYNEW I VKKLEE FSKQKKKY -  c y s 2  
CAD20867 . 1                    PQYLRWFDEWGEE FCRKRN I KLKKVKDSCC - - NDKERL - YCCHDGYDCTTT I WKKGSLHLDNKCTDCLTKCKVF EVWLGNQQEAFKKQKEKY -  c y s 2  
CAD20868 . 1                    PQYLRWFDEWGEE FCRKRN I KLKKVKDSCR - - NYKERL - YCSHNGYDCTTT I WRKG I LHLDNKCTDCSTKCKVF EVWLGNQQEAFKKQKEKY -  c y s 2  
CAG25173 . 1                    PQF LRWFDEWSEE FCRKRN I TLKSAKEECQ - - NDSKKL - YCSLNGYNCTRL I PNKNYCSRDP I CTPCSNKC I PYDLWLRNRRDE FNMQKGKY -  c y s 2  
ABM88777 . 1                    PQF LRWYDEWADDFCR I RNHKLQKVKDTCQGYNNSGYR I YCSGDGEDCTN I LKQNFN I VSDF FCPSCKTECTNYKKW I NKKQGE FNKQKKKY -  c y s 1  
CAL80730 . 1                    PQF LRWFDEWAEE FCR I RK I KLENVKKECR - - DEPNNK - YCSGDGHDCKRTYLKDNT I F I DLNCPRCENACSNYTKW I E I QRKQFDKQKRKY -  c y s 2  
ACJ 68328 . 1                    PQF LRWF EEWSEE FCR I KK I K I DKVKKECR - - DEQNKK - YCSGDGHDCTQTNLSHNQ I FVDLDCPRCQDQC I KYNEW I VKKLEE FYKQNLKY -  c y s 2  
PFDG_00095                    PQF LRWF EEWAEE FCR I KK I KLENVKKACR - - DESSKL - YCSHNGYDCTQT I RNKD I C I RESKCTDCSTKCKLYELWLEKQENE FKKQKQKY -  c y s 2  
PFDG_00175                    PQF LRWYDEWAEDFCR I RYHKLKR I KDACR - - NEKNGK - YCSHNGYDCRQMSWKKN I ESREHYCTGCFSACS I YNMWVDKQKKE F EKQKEKY -  c y s 2  
PFDG_00655                    PQYLRWFDEWAEDFCR I RKDKLKK I KNACR - - NYANNL - YCSFNGYDCTK I I WKEHNFSNDSKCTKCHNECLRYENW I KDQKLKF EKQRDKY -  c y s 2  
PFDG_00701                    PQF LRWFNEWAEE FCR I RK I KLGRVKKACR - - DESSKL - YCSHNGYDCTKT I RNKD I C I RESKCTDCSTKCKLYE I WLGNQRKE F EKQTKKY -  c y s 2  
PFDG_00862                    PQF LRWF EEWAEE FCR I RYHKLKR I KDACR - - NDSKKL - YCSHNGYDCTKTSWKKGVLHWSNECTDCSVKCKLYE I WLGNQREAFRKQKEKY -  c y s 2  
PFHG_03234                    PQYLRWFDEWSEE FCR I KN I K I GKVKNACR - - GEKHEK - DCSREGYDCKRTDLKKNE I FMDLECPNCADACKMYNRW I ENKKSE FNKQKQKY -  c y s 2  
PFHG_03840                    PQF LRWFNEWAEE FCR I RK I KLENVKKACR - - DDSKKL - YCSHNGYDC I ET I RNED I LSDNPKCTGCSVKCKVYELWLRNQRNE F EKQKKKY -  c y s 2  
PFHG_05052                    PQF LRWFDEWADDFCR I KK I KLENVKNACR - - DEKKRK - YCSLNGFDCTQT I WKKGVLHRSNECTGCLVKCNPYE I WLGNQREAFRKQKEKY -  c y s 2  
XP_001349512 . 1                PQFVRWF EEWADDFCR I RKHKLKN I KDVCR - - NESKPL - YCSLNGYDCTKTSWKNDF ESREHYCTPCFSACSLYK I WVANQKKE F EKQKKKY -  c y s 2  
XP_001349513 . 1                PQF LRWFDEWAEE FCR I KN I K I GN I KKSCT - - GESNNK - HCSREGYDCNKTNLRLNE I FMDLECPRCADDCKSYETWVENKKKE FNKQKEKY -  c y s 2  
XP_001349740 . 1                PQF LRWLNEWSEE FCR I KN I K I GN I KKSCT - - GESNNK - HCSREGYDCNKTNLRLNE I FMDLECPRCADDCKSYETWVEKKKKE FNKQKKKY -  c y s 2  
XP_001351321 . 1                PQF LRWFDEWAEE FCR I RNHKLRK I KDACR - - NDKERL - YCSQNGYDCTKR I EKGSSCSRENKCTGCSNKCVDYDFWLEKQQNE FK I QKDKY -  c y s 2  
XP_001351876 . 1                PQYLRWFDEWGEE FCRKRK I KLENVEKACR - - KDSEKL - YCRHNGYDCTKT I KNEN I L FDDPKCTDCL I KCSLYE I WLDNQQKE F EKQKEKY -  c y s 2  
                                        
               
AAA75398 . 1                    PQYLRWF EEWAEDFCRKKKKYVD I VKTNCR - - NY - - SRNLYCSGNGLDCQET I RV I GHHV I GSECSKCSVWCRRYKKW I DNQKEE F LKQKKKC  c y s 4  
AAB60251 . 1                    PQYLRWF EEWAEDFCRKRKKK I ENA I KNCRGE - K - GNER - YCDLNGYNCEETARGAE I FVKGDDCHKCSVACDRFVKW I DNQRKE FDKQKKKY  c y s 5  
AAC05220 . 1                    PQF LRWF EEWAEDFCRLRKHKLKDA I QKCREKHK - GAKKLYCDLNRYDCEQTASGKHDF F EEDDCKGCQYSCARFVNW I DNQKKE F LKQKKKY  c y s 4  
AAC05730 . 1                    PQYLRWF EEWAEDFCRKKKKKLENLEKQCRGKD - KSDEYRYCSRNGYDCEQT I SRKGKVRMGKGCTDCF FACHSYENW I DNQRKQFDKQKKYT  c y s 4  
AAF 18980 . 1                    PQYLRWF EEWAEDFCR I KQLKLQNVKNSCRG - EDD - - - NKYCSRNGYDCEQT I NK I GHRRFGNGC I KCL F ECNPYVKW I GNKEKDF EKQKKKC  c y s 4  
AAK49742 . 1                    PQYLRWF EEWAEDFCRLRKHKLENAKNKCRKPN - - - GVEKYCDLNRYDCEKTASGKHDF F EDDVCKDCQYSCAPFVDW I DNQKLE F LKQRNKY  c y s 4  
AAL12845 . 1                    PQYLRWF EEWAEDFCTKRKHKLQNA I K I CRGDS - - - GNDRYCDLNGYDCTKTARGKNKRFSNDECYKCSLPCDHFVPW I DNQQKE F EKQKKKY  c y s 4  
AAN35604 . 1                    PQYLRWF EEWAEDFCRKKKHKLKDA I DKCRGQYQ - D - ADRYCDLNGYDCEKTKRG I NMYRWDHKCTGCF LSCSHFRTW I DNQKEQFHKQKK I Y  c y s 4  
AAN36093 . 1                    PQYLRWF EEWAEE FCR I KELKLENVKTRCRG - EKDG - - EKYCSRNGYDCTGT I I KRN I FRPDPECTNCL F ECNHYQDW I DNKKKE F EKQKKKC  c y s 4  
AAN36275 . 1                    PQYLRWF EEWAEDFCRKKNKKLKDVKTNCRGDSG - - - TDRYCSGNGYDCTQT I RA I GKLV I GEHCTNCSVWCRLYEKW I DNQKLE F LKQRNKY  c y s 4  
AAN36476 . 1                    PQYLRWF EEWAEDFCRKKKKKLPNVKTNCR - GEN - - NK - KYCSGDGFDCTKT I RAKY I YA I GDECTKCSFWCGFYKKWLENQKQE F LKQKKKY  c y s 4  
AAN36477 . 1                    PQYLRWF EEWAEDFCRKKNKKLNDVKKQCR - GDN - - GTDRYCSGNGYDCTKT I RA I GKYA I GDECTKCSFWCRMYETW I DNQKKE F LKQKRKY  c y s 4  
AAN36478 . 1                    PQYLRWF EEWAEDFCRKKK I YVG I VKKYCL - - - DETE - EKYCSLNGCDCTQTVRAKGKLRYGNRCTDCL FACHRYEKW I DNQRKQF LKQRNKY  c y s 4  
AAN36615 . 1                    PQYLRWF EEWAEDFCRLRKHKLKDA I DKCRGGS - - - SNDKYCSGNGFDCVETVRGDEHFVEK - DCHDCSYSCSPFVKW I DNQKLELDKQKKKY  c y s 4  
AAO67411 . 1                    PQYLRWFDEWTEDFCRKRKSQLENA I QNCRGKDE - YGEEKYCSPNGHDCKTT I RAKD I YS I SKECAKCF FSCHRYVKW I DNQKLE F EKQKENY  c y s 4  
AAS89259 . 1                    PQYLRWF EEWAEDFCRKKKKF LD I VKTNCR - GEN - - GSERYCSFNGYDCEKT I NK I DHLVMGNNCTKCSVACRLYQKW I ENQKQE F I KQKKKY  c y s 4  
ABM88749 . 1                    PQYLRWLQEWAEDFCTKRKHKLKDA I QKCRGQYQ - - GKERYCDLNGYDCKGTARGKNKYKYEHDC I ECSFSC I PF TNW I DNQKLE F LKQKEKY  c y s 2  
ABM88751 . 1                    PQYLRWF EEWAEDFCRKREYKLENAKNKCRGNYE - NGEPKYCSRNGYDCKKTVRGKN I LVSDTECTKCSVVCTPFVKW I DNQKEE F LKQKEKY  c y s 4  
ABM88757 . 1                    PQYLRWF EEWAEDFCRKRKHKLENA I QKCRYN - E - NGEEKYCSRNGYDCTRT I RGKNKL FSDTECTNCSVVCTPFVDW I DNKKKE F EKQKGKY  c y s 4  
ABM88758 . 1                    PQYLRWF EEWAEDFCRKKKKKLENLDTQCRGTDA - SKEPRYCSLNGCDCTKTVRARGKLRYGNRCTDCL FACNPYVHW I DKKKEE FNKQVKKY  c y s 4  
ABM88760 . 1                    PQYLRWFDEWSEDFCRKKKKKLENVQKQCRGKYGDDDTERYCSRNGYDCEQTVNARGKLRYGKQC I SCLYACNPYVEW I DKQRKQFDKQKNRY  c y s 4  
ABM88761 . 1                    PQF LRWF EEWSEDFCRKKNKK I KDVKRNCRGER - - - DGEKYCSRNGYDCEKTKRA I GKYHMGNQCTKCL FACNPYVEW I DNQRKQFDKQVKKY  c y s 2  
ABM88763 . 1                    PQYLRWF EEWAEE FCTKRKHKLQNA I TNCR - DY - - - AQNLYCSGNGYNCKET I RAENKLVEGDDCHKCSVSCKPFVKW I DNQKLE F EKQKKKY  c y s 4  
ABM88767 . 1                    PQYLRWF EEWAEDFCRKRKHKLENA I KNCRGE - - - KGNERYCSRNGYDC I NTVR I QGKLVKGSECDDCYSSCTPFVKW I DDKKQE F LKQKKKY  c y s 4  
ABM88768 . 1                    PQYLRWF EEWAEDFCGKKKKF LD I VKTNCR - GKN - - GTDRYCSFNGYDCEKT I NK I DHLVMGNNCTKCSVACRLYQKW I ENQKQE F I KQKKKY  c y s 3  
ABM88769 . 1                    PQF LRWF EEWAEDFCRKKKKKLENLEQQCRGEG - - - GKERYCSGNGYDCEKT I YKKGKLV I SSECTKCSVWCRMYETW I DNQKKE F I KQKRKY  c y s 4  
ABM88770 . 1                    PQYLRWF EEWAEDFCRKRKRKLEDA I QKCRKPK - - - GQPKYCDLNRHDCVET I RGNHVF F EEDDCKDCQYSCSHFVNW I DNQKLE F LKQKEKY  c y s 4  
ABM88771 . 1                    PQYLRWF EEWAEDFCRKRKKKLENA I KNCRY - DE - SGEPKYCDLNGYNCEETARGRNKFAPDSNCNKCSVACKPFVEWLDNQQKE F EKQKKKY  c y s 4  
ABM88772 . 1                    PQYLRWF EEWAEDFCRKKKKYVN I VKKFCRE - - GENGEEKYCSRNGYDCTKTKPA I GKYRMGNQCTKCL FACNPYVEW I EKQKEQFDKQKEKY  c y s 4  
ABM88774 . 1                    PQYLRWF EEWAEDFCRKKKKKVENLQKQCRGQY - Q - GEKRYCSRNGCDCTKTVRAKGKLRYGKQC I SCLYACNPYVEW I DNQKEQFDKQKQRY  c y s 4  
ABM88776 . 1                    PQF LRWF EEWAEDFCRLRKRKLKDA I QKCRGKDK - DGKKLYCDLNRYDCEKTASGKHDF F EEDDCKDCHFSCARFVKW I DNQKLE F LKQKQKY  c y s 4  
ACT90635 . 1                    PQYLRWF EEWAEDFCRKKNKKVENVKKQCRKKDN - SSDDRYCSRNGYDCEKTKRA I GKLRYGKGCTECF FACNPYVEW I EKQKEQFDKQKKKY  c y s 5  
AEL87270 . 1                    PQYLRWF EEWAEDFCRKRKKQLENAKKYCRGEDG - SGKELYCDLNRYDCKKT I SAEQKLVKGDDCNKCSVVC I PFGPW I DNQKLE F LKQKNKY  c y s 4  
CAB39115 . 2                    PQYLRWF EEWAEDFCRLRKHKLQNAKNKCREKHK - DGKKLYCDLNGFDCTQTARGKNKYKYEHDC I ECYSSCDHFVHW I DNQKKE F EKQKNKY  c y s 4   
CAG24990 . 1                    PQHLRWFDEWSEE FCRKRKDQLK I SLEKCRGKNK - D - - - KYCSLNGCNCKTTVRGKKKFDYQQECNDCLVACDPFVHW I DNEKLE F LKQKKKY  c y s 4  
CAG25137 . 1                    PQYLRWF EEWAEDFCRKKK I KVENVKKSCRGEDK - ESKDRYCSRNGYDCEKTKRA I GKLRYGKQC I SCLYGCNPYVDW I EKQKEQFDKQKK I Y  c y s 4  
CAG25140 . 1                    PQYLRWF EEWAEDFCRKKKKYVD I VKTNCR - GES - - GKDKYCSGDGFDCTKTVRAKG I YA I GDDCHKCSFWCGFYKKWLANQKQE F LKQKKKC  c y s 4  
I T4 v a r 61                      PQF LRWF EEWAEDFCRKRKHKLENA I DKCRGKN - - - GTERYCDLNGYDCEQT I RGKNKLVEGEDCHKCTVPCDNFVHW I DNQQKE F EKQKKKY  c y s 4  
I T4 v a r 62                      PQYLRWF EEWAEDFCRKKKKKLENLQKQCRGQ - - FDKEPRYCSRNGYDCEKTKPA I GRLRMGKGCTDCF FACNPYVEW I DNQRKQFDKQKKKY  c y s 4  
I T4 v a r 63                      PQYLRWF EEWAEDFCRKKKKYVN I VKKFCREGEN - - GK - I YCSGDGFDCTKT I RA I G I YA I GDECTKCSVACRPYKRWLENQKQE F LKQKKKC  c y s 4  
I T4 v a r 66                      PQYLRWF EEWAEDFCRKRKHKLKDV I EKCRGEN - - - GSERYCSGNGFDCKETVRGDEHFVEK - DCHDCSYSCSPFVKW I DNQKLE F LKQRKKY  c y s 4  
I T4 v a r 67                      PQYLRWF EEWAEDFCRKRKKK I ENA I KNCRY - DE - RGEPKYCDLNGFDCTKTASGEKKFVKGQDCHKCSVACNPFVDW I ENKKKE F EKQKNKY  c y s 4  
I T4 v a r 68                      PQYLRWF EEWAEDFCRKKKKKVENLQKQCRGQN - DSGEPRYCSRNGYDCEKTKRA I GKLRYGKQC I SCLYACNPYVEW I EKQKEQFDKQVKKY  c y s 4  
PFDG_00072                    PQYLRWF EEWAEDFCRKKNKK I KDVKRNCREKDK - NSEERYCSRNGYDCEKTVRARGKLRYGKQC I SCLYGCNPYVEW I EKQKEQFDKQKNKY  c y s 4  
PFDG_00141                    PQYLRWF EEWAEDFCRKRKHKLENA I QKCRG - QY - QGKDRYCDLNGYDCEKTKRGRNKYRWDYKCTGCF LSCSHFRTW I DNQRKQF LKQKNKY  c y s 4  
PFDG_00259                    PQYLRWF EEWAEDFCRKKKKKVENLEKSCRGEY - - QGADRYCSRNGYDCEKT I RK I ELLRMGKGCTDCLYACNPYVDW I ENQRKQF LKQKEKY  c y s 4  
PFDG_00284                    PQF LRWFDEWAEDFCRLRKHKLQNAKEQCRGKN - - - GKEKYCDLNRYDCTQTASGEKKFVEDDVCKDCQYSCSHFVNW I DNQKLE F LKQKEKY  c y s 4  
PFDG_00353                    PQF LRWF EEWGEE FCRLRKHKLQNA I NKCRYDEN - - KKERYCDLNGYDCKGTARGENKYKYEHDC I QCSFSCTPF TNW I DNQKEE F LKQKNRY  c y s 4  
PFDG_00355                    PQYLRWF EEWSEDFCRKKKKYVN I VKTYCRG - EDKEGKERYCSRNGYDCEKTKRA I GKYRMGKQC I SCLYACNPYVEW I DNQRKQF LKQKKKY  c y s 4  
PFDG_00357                    PQF LRWF EEWAEDFCRKKKKKVENLQKQCRGK - DKNDQERYCSRNGYDCEQTVNARGKLRYGKQCTDCLYACYPYVDW I DNQRKQFDKQKNKY  c y s 4  
PFDG_00412                    PQHLRWF EEWAEDFCRKKKKKVENLQKQCRGQYQGAD - - RYCSRNGYDCEKTVNARGKLRYGNRC I DCLYACNPYVEW I DNQRKQF LKQKKKY  c y s 2  
PFDG_00604                    PQYLRWF EEWGEE FCRLRKHKLQNA I KNCRGDSE - GGKKLYCDLNGFDCTKTAKGKNQLVEGEGCKKCTVPCDNFVHW I DNQKQE F EKQKNKY  c y s 4  
PFDG_00607                    PQYLRWF EEWSEDFCRKKNKK I KDVKRNCRGPS - - - GTDKYCSRNGYDCTKTKRA I GKYRMGNQCTKCL FACNPYVDW I NNQKEQFDKQVKKY  c y s 4  
PFDG_01652                    PQF LRWF EEWAEDFCRKKKKKLENLEKQCRGKYGDDGTERYCSRNGFDCEKTVNARGKVRMGKGCTDCF FACNPY I DW I DNQRKQFDKQKQKY  c y s 4  
PFDG_01682                    PQYLRWF EEWAEDFCR I KQLKLKKLEKECRGKD - - - GKERYCSGNGYDCTKT I YKKGR I V I GSECTKCSVWCRMYESW I DNQKKE F LKQKRKY  c y s 4  
PFDG_01743                    PQYLRWF EEWAEDFCRKKKHKLEDAKNKCRGTDS - SGKERYCDLNGYDCEKTKRGRNKYRWDYKCTGCF LSCSHFRTW I DNQRKQF LKQRNKY  c y s 4  
PFDG_02068                    PQYLRWFDEWGEE FCRKRKKQLENAKNKCRGYYE - NGQPKYCSLNGCNCKTTVRGKKKFDYEQECNDCLVACDPF I HW I DNQKLE F LKQKKKY  c y s 4  
PFDG_02372                    PQHLRWFDEWSEE FCRKRKKQLENAKKKCRGENN - D - - - KYCSLNGCDCKTTVREKKKFDYQRECNDCMVACDPFVQW I ENQELE F LKQKKKY  c y s 4  
PFDG_02422                    PQYLRWF EEWAEDFCRKKKQKLENVQKQCRGEN - - - GKDKYCSRNGYDCEKTKRA I GKYRMGNQCTKCL FACNPYVDW I DNQRKQFDKQVKKY  c y s 4  
PFHG_00592                    PQYLRWFDEWTEE FCRKKKKYVD I VKKYCR - - - DESE - GKYCSLNGHDCTET I RK I GLLRMGNGCTNCLHACTHYRGWLAKQQEE F EKQKKKY  c y s 4  
PFHG_02419                    PQF LRWF EEWGEDFCRKKKKKLENVQKQCRGEY - - QGEERYCSRNGYDCEKTVNARGKVRMGKGCTDCF FACNPY I DW I NNQRKQF LKQKERY  c y s 4  
PFHG_02421                    PQF LRWF EEWGEDFCRKKKKKLENVQKQCRGEYQ - - GEERYCSRNGYDCEKTKRA I GKYRMGNQCTKCL FACNPYVEW I DNQRKQFDKQKKKY  c y s 4  
PFHG_02423                    PQYLRWF EEWAEDFCRKKKKYVD I VKTYCRG - KDKDGKKRYCSRNGFDCEKTKLA I GKLRYGKGCTDCF FACNPYVHW I DNQRKQFDKQVKKY  c y s 4  
PFHG_02425                    PQYLRWF EEWAEDFCRKRKHKLENA I DKCRGDGK - GGKKLYCDLNGYNCERTKYK I GYFVEGADCKKCSVACKRFVEW I GKQKEE F LKQKQKY  c y s 4  
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PFHG_02429                   PQYLRWLHEWAEDFCRKKNKKIKDVKRNCR­­GP­SGTDKYCSRNGYDCEKTVRARGKLRYGNRCIDCLYACNPYVHWIDKKKEEFDKQKKKY cys4 
PFHG_03232                   PQFLRWFDEWAEDFCRKRKHKLQNAIKNCR­­TP­NGKDKYCDLNGYNCEETAKKENKLFPDSECHKCSVACNPFVPWIDNQKKEFEKQKGKY cys4 
PFHG_03416                   PQYLRWFEEWAEDFCRKKKKKIPNVKTNCRQVKE­S­KEKYCTVGGYNCDGTIRKQYIYRLDTDCTKCSLACKTFAEWIDNQKQEFLKQKQKY cys4 
PFHG_03480                   PQYLRWFEEWAEDFCRKKNKKIKDVQKQCRGTDS­SGKKRYCSRNGYDCEKTKRAIGKYRMGNQCISCLYGCNPYVEWIDNQRKQFDKQVKKY cys4 
PFHG_03516                   PQYLRWFEEWAEDFCRKKNKKLEDAIKKCRGQDG­SGEKRYCDLNGYDCKRTFSAKKKYRWDHKCTGCFLSCSHFRTWIDNQKEQFLKQKNKY cys4 
PFHG_04014                   PQFLRWFEEWAEDFCRKKAKKLQNAIKNCRGPN­­­GNDKYCSRNGYDCTKTKRAIGKYRMGNQCTKCLFACNPYVEWIDKKKEEFDKQVKKY cys2 
PFHG_04015                   PQYLRWFDEWSEDFCRKKKKKLENVQKQCRGKYGDDDTERYCSGNGYDCERTIYKKGKLVIGYQCTNCSVLCRIYEKWIDNQKEQFLKQKGKY cys4 
PFHG_04368                   PQYLRWFEEWAEDFCRKKKKKVENLEQQCRGKSEE­GEPRYCDRNGFDCERTKYKKGYFVIDKGCNTCSVWCRLYESWIDNQKKEFLKQKKKC cys4 
PFHG_04491                   PQYLRWFEEWAEDFCRLRKHKLQNAKSKCRGEKN­D­­­KYCSRNGCDCTKTVRGKNKFSYEHECNDCLVACDPFVHWIDNQKLEFLKQKNKY cys4 
PFHG_04593                   PQYLRWFDEWGEEFCRKRKKQLENAKKKCRGQDK­EGKERYCDLNGYDCEKTKRGRNMYRWDYKCTGCFLSCSHFRTWIDNQKEQFLKQRNKY cys4 
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