Supplement Figure 10
HCC cell lines
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Methylation levels (%) by pyrosequencing
771 221 721 90.8 91.2 904 809 654 66.5





Primary HCC tumor and adjacent liver tissues
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Methylation levels (%) by pyrosequencing:
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Methylation levels (%) by pyrosequencing:
613 51.2 753 458 158 476 69.3 49.0




