Supplementary Information 
S1. Details of gene sequences used in the study
All sequences are in 5’-3’ orientation

DvSnf7_240 bp
GCAAAGAAAAATGCGTCGAAAAATAAAAGAGTTGCACTCCAAGCCCTCAAAAAGAAGAAACGATTGGAAAAGACCCAACTACAAATAGATGGAACCCTTACAACTATTGAAATGCAGAGGGAAGCCCTCGAAGGAGCTAGCACAAATACTGCTGTATTAGATTCTATGAAAAATGCTGCAGATGCCCTTAAGAAAGCTCATAAGAATTTGAATGTAGATGATGTTCACGATATCATGGAT

GFP
GCCAGATACCCAGACCACATGAAGCAGCACGACTTCTTCAAGTCTGCCATGCCAGAGGGTTACGTGCAGGAGAGAACCATCTTCTTCAAGGACGACGGTAACTACAAGACCAGAGCCGAGGTGAAGTTCGAGGGTGACACCCTGGTGAACAGAATCGAGCTGAAGGGTATCGACTTCAAGGAGGACGGTAACATCCTGGGTCACAAGCTGGAGTACAACTACAACTCTCACAACGTGTACATCATGGCCGACAAGCAGAAGAACGGTATCAAGGTGAACTTCAAGATCAGACACAACATCGAGGACGGTTCTGTGCAGCTGGCCGACCACTACCAG

Tubulin
CCAAGAGAGCTTTCGTCCACTGGTATGTAGGAGAGGGTATGGAAGAAGGTGAATTCTCTGAAGCTCGTGAAGATTTGGCTGCTTTGGAGAAAGATTATGAAGAAGTTGGTATGGACTCCGGAGAAGGTGAGGGTGAAGGAGCTGAA

240bp filler 
GCCAAAGAGGATACTAACCAAAAGCTGGGCGAGTCAGATGAGGTTCATAATGTTACACGACAGAGAAAGCTCAGTGCCTGAGTGAGATACTTTTGTAGATTAAGTGCATAATGTCAAAGTGAAAAAAAAGGTACATCTAAGATAGGAAGGCGAGAATGAATTATGGAAATATCAATAGGCCCACGTTCCTCCTTGAAGAGCGCTTATATAAATCATTATAACAAGAAGGACAAGGCGAAT

27mer in 240 bp
GCCAAAGAGGATACTAACCAAAAGCTGGGCGAGTCAGATGAGGTTCATAATGTTACACGACAGAGAAAGCTCAGTGCCTGAGTGAGATACTTTTGTAGATTAAGTGCTAGATGGAACCCTTACAACTATTGAAAATCTAAGATAGGAAGGCGAGAATGAATTATGGAAATATCAATAGGCCCACGTTCCTCCTTGAAGAGCGCTTATATAAATCATTATAACAAGAAGGACAAGGCGAAT

27mer in 150 bp
CATAATGTTACACGACAGAGAAAGCTCAGTGCCTGAGTGAGATACTTTTGTAGATTAAGTGCTAGATGGAACCCTTACAACTATTGAAAATCTAAGATAGGAAGGCGAGAATGAATTATGGAAATATCAATAGGCCCACGTTCCTCCTTG

27mer in 100 bp
TCAGTGCCTGAGTGAGATACTTTTGTAGATTAAGTGCTAGATGGAACCCTTACAACTATTGAAAATCTAAGATAGGAAGGCGAGAATGAATTATGGAAAT

27mer in 90 bp
GCCTGAGTGAGATACTTTTGTAGATTAAGTGCTAGATGGAACCCTTACAACTATTGAAAATCTAAGATAGGAAGGCGAGAATGAATTATG

27mer in 80 bp
AGTGAGATACTTTTGTAGATTAAGTGCTAGATGGAACCCTTACAACTATTGAAAATCTAAGATAGGAAGGCGAGAATGAA

27mer in 70 bp
GATACTTTTGTAGATTAAGTGCTAGATGGAACCCTTACAACTATTGAAAATCTAAGATAGGAAGGCGAGA

27mer in 60 bp
TTTTGTAGATTAAGTGCTAGATGGAACCCTTACAACTATTGAAAATCTAAGATAGGAAGG

27mer in 50 bp
TAGATTAAGTGCTAGATGGAACCCTTACAACTATTGAAAATCTAAGATAG

27mer in 40 bp
TAAGTGCTAGATGGAACCCTTACAACTATTGAAAATCTAA

27 bp
TAGATGGAACCCTTACAACTATTGAAA

21 bp 
21.1 TAGATGGAACCCTTACAACTA
21.2 -AGATGGAACCCTTACAACTAT 
21.3 --GATGGAACCCTTACAACTATT
21.4 ---ATGGAACCCTTACAACTATTG
21.5 ----TGGAACCCTTACAACTATTGA
21.6 -----GGAACCCTTACAACTATTGAA
21.7 ------GAACCCTTACAACTATTGAAA
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