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Figure S2. Distribution of classification accuracies of the 20-gene signature. X-axis: the
classification accuracy from a five-fold cross-validation (repeated 1,000 times). The dashed lines
indicate the average classification accuracy. (A) All sarcoidosis patients versus healthy controls
in the AA samples; (B) Patients with complicated sarcoidosis versus patients with uncomplicated
sarcoidosis in the AA samples; (C) All sarcoidosis patients versus healthy controls in the EA
samples; and (D) Patients with complicated sarcoidosis versus patients with uncomplicated

sarcoidosis in the EA samples.



