Table S3. miRNAs* putatively produced from conserved miRNA gene families in P. ginseng.
	miRNA family
	total reads
	miRNA* sequence (5'→3')

	MIR156
	96
	GCTCTCTAGTCTTCTGTCATC

	
	
	GCCCTAGTCTTCTGTCATC

	
	
	GCTCACCCTCTATCTGTCAC

	
	
	GCTCACTCTCTATCTGTCACC

	
	
	GCTTACTCTCTATCTGTCACC

	MIR166
	209
	GGAATGTTGTCTGGCTCGAGG

	
	
	GAATGTTGTCTGGCTCGAGGA

	
	
	GGAATGTTGTCTGGCTCGAGGC

	
	
	GGAATGTTGTCTGGCTCGAGGT

	
	
	GAATGCTGTCTGGTTCGAGA

	
	
	AATGAAGTTTGATCCAAGATC

	MIR167
	5
	GATCATGTGGTAGCTTCACC

	
	
	GATCATGTGGTAGTTTCACC

	
	
	AGATCATGTGGTAGTTTCAC

	MIR171
	1
	TGTTGGAATGGCTCAATCAAA

	MIR172
	2
	GTAGCATCATCAAGATTCAC

	
	
	GTGGCACCATCAAGATTC

	MIR390
	2
	GCTATCCATCCTGAGTTTCA

	
	
	GCTATCTATCCTGAGTTTCA

	MIR396
	86
	GTTCAATAAAGCTGTGGGAAG

	MIR482
	1
1
	GGGTGTTGGAGAGTAGGA
TAGTGGGAGGCTTAGCAAGAAAa

	MIR482/ MIR2118
	1
	TGGATGGGTGATTTGGAAAGa

	MIR4376
	4
	CGGGCGCCATTTCCCCTGCATAa


a The miRNA* sequences were identified by mapping the small RNAs to miRNA precursors identified from the unigene set of P. ginseng.

