	Supplementary Table 5: Microarray DNA ST93 immunevasion and miscellaneous profile

	Region
	Reference
Number
	isaB
	isaB (MRSA252)
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	mprF (COL/MW2)
	mprF (Mu50/MRSA252)
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	isdA (MRSA252)
	isdA (Other than  MRSA252)
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	Q2YUB3
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	hsdS2 (ST5/ST8)
	hsdS2 (MW2/476)
	hsdS2 (RF122)
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	hsdS3 (CC51/MRSA252)
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	Q2FXCO
	Q7A4X2
	hysA1 (MRSA252)
	hysA1 (MRSA252/RF122)/hysA2 
	hysA1 (MRSA252/RF122)/hysA2 
(COL/USA300)
	hysA2 (all except MRSA252)
	hysA2 (COL/USA300/NCTC)
	hysA2 ( all except COL/USA300/NCTC)
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Regions: ACT, Australian Capital Territory; NSW, New South Wales; NT, Northern Territory, Qld, Queensland; SA, South Australia; Vic, Victoria; WA, Western Australia

isaB, immunodominant antigen B gene (alleles); mprF, defensin resistance gene protein gene (alleles); isdA, transferrin-binding protein gene (alleles); ImrP, hypothetical protein, similar to integral membrane protein LmrP gene (alleles); Q2YUB3, Unspecific efflux/transporter gene; hsdS1, type 1 site-specific deoxyribonuclease subunit, 1st locus gene; hsdS2, type 1 site-specific deoxyribonuclease subunit, 2nd locus gene (alleles); hsdS3, type 1 site-specific deoxyribonuclease subunit, 3rd locus gene (alleles); hsdSx, type 1 site-specific deoxyribonuclease subunit, unknown locus gene (alleles); Q2FXCO, hypothetical protein gene, located next to serine protease operon; Q7A4X2, hypothetical protein gene; hysA1, hyaluronate lyase first locus gene (alleles);  hysA2, hyaluronate lyase second locus gene (alleles)                                                                

+, gene detected; w, gene detected but yielding weak or ambiguous signals   
