
0 100 200
0

20

40

60

0 100 200
0

10

20

30

0 100 200
0

5

10

15

20

0 100 200
0

5

10

15

0 100 200
0

5

10

15

0 100 200
4

6

8

10

0 100 200
0

5

10

15

0 100 200
2

4

6

8

0 100 200
0

10

20

30

0 100 200
2

4

6

8

10

0 100 200
4

5

6

7

8

0 100 200
2

3

4

5

6

0 100 200
4

5

6

7

8

0 100 200
2

4

6

8

0 100 200
3

4

5

6

OPSD_BOVIN	  

SPBT2_HUMAN	  

RASH_HUMAN	  TRY2_RAT	  

RNH_ECOLI	   CHEY_ECOLI	  

THIO_ALIAC	  

ELAV4_HUMAN	  OMPR_ECOLI	  CADH1_HUMAN	  

O45418_CAEEL	  A8MVQ9_HUMAN	  

PCBP1_HUMAN	   BPT1_BOVIN	   YES_HUMAN	  

Figure	  S16.	  Number	  of	  distance	  constraints	  required	  for	  best	  
3D	  structure	  predic;on.	  	  
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